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NTDB id 79290 HRS36 RS04280 WP 173236368.1 .MNNYHKIRNSNSFLHGFTLIELLIAMLVFAILIGIAYPSYKAYLLRSNRVDALQTLAQDQLILERCYSQNFSYNTACGALPAFP 84
NTDB id 1273 LPP RS03425 WP 010946364.1 MLSHVHFMKNSRMKQSAFTLVEVLISMVIMGILVSIAYPSYLQYIQKSRRADAHATLTQDQIILERCYSQNFSYAAACGALPAFP 85
NTDB id 1260 GCO85 RS03355 WP 010946364.1 MLSHVHFMKNSRMKQSAFTLVEVLISMVIMGILVSIAYPSYLQYIQKSRRADAHATLTQDQIILERCYSQNFSYAAACGALPAFP 85
consensus *****!***!!******!!!*!*!!*!****!!**!!!!!!**!***!*!*!!**!!*!!!*!!!!!!!!!!!!**!!!!!!!!!

logo QATSTTPQNGFYYSTIANI SNTLGTPATTYTLTATPVGNTQVAEKDTTECAS IMSVINQANVRKTATVDTSSGATNAQPRECWDNLPRG
NTDB id 79290 HRS36 RS04280 WP 173236368.1 QASTQGFYSIAISNTGPTTYTLTATPVGNQVEDTTCASISVNQANVRTATDTSGTAQPRCWDLR 148
NTDB id 1273 LPP RS03425 WP 010946364.1 QTTPNGYYTINISNLTATTYTLTATPVGTQAKDTECASMSINQANVKTAVDSSANAQPECWNPG 149
NTDB id 1260 GCO85 RS03355 WP 010946364.1 QTTPNGYYTINISNLTATTYTLTATPVGTQAKDTECASMSINQANVKTAVDSSANAQPECWNPG 149
consensus !****!*!*!*!!!***!!!!!!!!!!!*!**!!*!!!*!*!!!!!*!!*!*!**!!!*!!***
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