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NTDB id 79289 HRS36 RS04260 WP 173236364.1 MEIFCFLMGILYWYTSNFYLPIACLLIFFITPRYPIILLFILGMLVAWIHQYQIVTRGVPDADVIPHAILQGTIASIPIHNINKT 85
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQHPNKT 85
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQRPNKT 85
consensus !!!!!!!*!*!!*!!*!*!!*!!**!*!*!!!!!!!*!*!!*!***!*!!!******!*!!**!!**!*!*!!!!!!!** *!!!

logo QFSHFALI EKINGNHNPAQGLLIQLANWYNKAPPPVLHRAGQRWEQLSAVKI
LKKPRNFHLRNPGSGYFDNYVNRSYLRAKARHIDHWTGYIRSYGKRNNKLLITSANSQPSPSF

NTDB id 79289 HRS36 RS04260 WP 173236364.1 QFSFALEKINGHPAQGLLQLAWYNKAPPLHAGQRWELSAKIKKPRNFLNPGSYDYVNSLRKRHIDWTGYIRSKNNKLLTASPSSF 170
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNNKLISNQPPSF 170
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPSF 170
consensus !!*!!*!!!!**!!!!!*!!*!!!!*!*!*!!!!!*!!*!*!!!!!! !!!***!!**!**!!!*!!!!!!**!!!!****!*!!
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NTDB id 79289 HRS36 RS04260 WP 173236364.1 NWLQLRERLGNALLQLAPDKQKAGIIEALTLNLTTHISQENWNLFRRTGTIHLFGISGEHIALISGLVTLILRWVWSRSSRCCLW 255
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCLF 255
NTDB id 1246 GCO85 RS03350 WP 061470007.1 SWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFIVIRWIWSMSYRCCLF 255
consensus *!! !!!**!*!!**!!!****!!!!!!!!!!*!*!!!***!!!!!!!!!*!!!!!!!!!!!!*!!******!!*!!***!!!!*
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NTDB id 79289 HRS36 RS04260 WP 173236364.1 IPAISVASVGGLITALLYAFLAGFEPPVQRALIGCFLYTLYCLGKQRFTQWQVWRYALLGVLCLEPHAVFMQGFYFSFLAVACLL 340
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
consensus *!! **!!*!!!**!!*!!!!!!!!!!!!!!!!!!*!!!*!**!!!!!!*!!*!!!!!**!!!*!!!!!!*!!!!!!!!!!!!!!
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LKGNYRKGKRTLTALQLSCL IGLMPLTLYHWFYSYGSLINGF ILANLFSAIPLVGSLFL IVPLAL IMTLMCIATCSSPFLYTHSWASWMI LMKPLSAWL IVDALL

NTDB id 79289 HRS36 RS04260 WP 173236364.1 LTQQRWRIKGYRGRLALQLSCLIGLMPLTLYWFSYGSLNGFIANLFAIPLVGLLIVPLALITLCACSYTSAWMLMKPLSWLIDLL 425
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALL 425
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWSWILMKPLAWLVALL 425
consensus !!*!!!**!*!***!*!!!!!!!!!!!!!!*!*!!!!*!!!*!!!!*!!!!**!!!!!!!*!*********!*!!!!!*!!**!!

logo

F
L
K
QGL ITW

Y
T
VEHQLIAGMININTWS INTRSLVPTLMVMLSALMMTGAAGLLFMLWRVLLPVKPFKFHLAVI ILWLI LIVLPFLFPPRTI

A IHYPGEAL IHNVI LDVGQGLAVTAIQTQ
NTDB id 79289 HRS36 RS04260 WP 173236364.1 FKGLIWTEHLAGMNINWSINRLPLVLSLMGALLMWVLLPVKPFKFLAVIWLLVPFFPPRTIIHPGEALIHVLDVGQGLAVTIQTQ 510
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
consensus **!!***!**!!*!!*!!!******!*****!***!!!!!!!!!*!!**!***!*!!!!!*!*!!!!!!**!!!!!!!!!*!!!!
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NTDB id 79289 HRS36 RS04260 WP 173236364.1 NHVLLYDTGDQFFQGSDLGAMVILPFYQATGIKKVDKIVISHPDKDHRGGLKSVEAGIKVDQLLVNNTRFYDHGLNCHDYPEWQW 595
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQW 595
NTDB id 1246 GCO85 RS03350 WP 061470007.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQW 595
consensus *!!!!!!!!!**!!!!!!!*!*!*!!****!!!**!!!!!!!!!!!!*!!!*!*!******!!*!!***!!**!*!!!*!!*!!!
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NTDB id 79289 HRS36 RS04260 WP 173236364.1 DGISFRFLPVRETFQDKNNNSCILQVGNSIGRVLLTGDIEKISEDYLVRTYGNQLASEVLIVPHHGSKTSSSYRFLLEVAPRYAI 680
NTDB id 1285 ACE17W RS10850 WP 010946363.1 DGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
NTDB id 1246 GCO85 RS03350 WP 061470007.1 DGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
consensus !!*!!!!!!**!*!**!!!!!!!!!!*!!*!!!!!!!!!!!**!*!!!!*!!*!!!!!*!*!!!!!!!!!!!!!!!!!!*!*!!!
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NTDB id 79289 HRS36 RS04260 WP 173236364.1 ASLGFDNRFHFPHAKTLANMTSLGIAFFKTDECGMVDITLPLKGEIKRPECYSGLRT 737
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV.. 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN.. 735
consensus !!!!!!!!!*!!!*!!!**!**!*!*!!*!!!!!!**!*!!**! * *!*!****
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