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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGG...MNVPAQQ....GSWGQPQQPAK....QH 148
NTDB id 79285 HRS36 RS02005 WP 173236019.1 EGSLRTRKWQDQQGQDKYTTEIIAA....DIQMLDSKGNGG.SSN......YDEMPQAQ...................QF 129
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNN....NF 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..PMQQ.SAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 79285 HRS36 RS02005 WP 173236019.1 TEPQQRQ.NASKQQPSTTAQDAFDQLDDDIPF 160
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATR.PQPAQKPAAQAEPPMDNFDDDIPF 180
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