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NTDB id 79284 HRS36 RS01240 WP 173235782.1 MRKQELHPRTAVINKSQKNKSKKARIDALSWLALNFPNAFDNSVQISPLKKGIMDDIMLHADKAAEANISKSKLREAVVLFTRRL 85
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVLFTRRL 85
consensus !!!! !!!!!!!!!! !!! !!*!! !!! !!! !!! !!!!!* ! !!! !!! !!* !!*!! *!!!!!!!!!!!!!!!!
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NTDB id 79284 HRS36 RS01240 WP 173235782.1 DYLACLKAREMRVDLQGNTVSEVTTEEAEHAAVKIKKRIEKGVRNARKIMAEKNAGQSIPQQ.P.TGNATKSTNQPSSGTDDYLP 168
NTDB id 1286 LPP RS00740 WP 011212783.1 DYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNSFDSHPEPLLP 170
consensus !!!!!!!!!!*!*!!*!!*! !!! !!!!*! *!!!!!*!! !*!!!! * ! ! *! ****!*! !* ! * !**** !!

logo

I
TYPALRGSPSATYAGASQNSVASMPQPSAKRSAPASVVVKHKATPTKRQYDPDAVARLKEKLGLSRKSALEDEKKEVTATE

NTDB id 79284 HRS36 RS01240 WP 173235782.1 TYPARGPAYGAQSVSPQPARSAAVVVKHKTTRQYDPDAVARLKEKLGLSRSLEEKKVTAE 228
NTDB id 1286 LPP RS00740 WP 011212783.1 IYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus !! ! * !* ! ! *!*!*!* !!!!!! **!!!!!!!!!!!!!!!!!! !*!! ! !
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