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NTDB id 79256 EsVE80 RS10260 WP 173103624.1 MQR......KKSGGTFSRFLVGLLGGVLGAVLVGGGYLLATGADLQPNNNATEQTTTASGDTKVSNVKVNADTDITSAVD 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLT....FNWITGNKSFSNNGK..........TTVSNVIYDTKSNTTKAVK 66
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWG....FSYFSTPHSATNNNQ........KTATTVTTSYKNSNSTTEAVD 67
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFS....INQLTQKSTEST.SN........NNSTITQTAYKNENSTTQAVN 66
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFS....ITQLTQKSSVNN.SN........NNSTITQTAYKNENSTTQAVN 66
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFS....ITQLTQKSSVNN.SN........NNSTITQTAYKNENSTTQAVN 66
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFS....ITQLTQKSSVNN.SN........NNSTITQTAYKNENSTTQAVN 66
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFS....ITQLTQKSSVNN.SN........NNSTITQTAYKNENSTTQAVN 66
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NTDB id 79256 EsVE80 RS10260 WP 173103624.1 KVQDAVVSVINLQKQQASSSNPFGDLFGQGQSEAESESDSESGGLQAVGEGSGVIYKKDGKTAYVVTNNHVVEGQDGLEV 154
NTDB id 381 SMU RS09890 WP 002262650.1 NVKNTVVSVINYQKTDNSYYN.....YDSG....SQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEI 137
NTDB id 425 SGO RS10525 WP 012131081.1 KVKDAVVSVITYSESNSDAIF..............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDI 133
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVKDAVVSVITYSANRQNSVF..............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDI 132
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVKDAVVSVITYSANRQNSVF..............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDI 132
NTDB id 215 SPD RS10945 WP 000681597.1 KVKDAVVSVITYSANRQNSVF..............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDI 132
NTDB id 181 SPR RS10425 WP 000681597.1 KVKDAVVSVITYSANRQNSVF..............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDI 132
NTDB id 145 SP RS11450 WP 000681597.1 KVKDAVVSVITYSANRQNSVF..............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDI 132
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LKTVGEPTAIA IGSPLGSQDEYANSTVTESQGI IVSSLSNRQTNVATSDSLQRSKNQS
NTDB id 79256 EsVE80 RS10260 WP 173103624.1 VLKNGEKIKAELVGTDSYTDLAVLKISSDKVDKTATFGDSSELKVGEPAIAIGSPLGSQYANSVTSGIISSLNRQVADSQ 234
NTDB id 381 SMU RS09890 WP 002262650.1 MMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQN 217
NTDB id 425 SGO RS10525 WP 012131081.1 RLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRS 213
NTDB id 539 SM12261 RS09395 WP 000681587.1 RLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS 212
NTDB id 256 KZH43 RS10270 WP 000681597.1 RLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS 212
NTDB id 215 SPD RS10945 WP 000681597.1 RLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS 212
NTDB id 181 SPR RS10425 WP 000681597.1 RLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS 212
NTDB id 145 SP RS11450 WP 000681597.1 RLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKS 212
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NTDB id 79256 EsVE80 RS10260 WP 173103624.1 ...TGVNISAIQTDAAINPGNSGGPLVNIAGQVIGINSSKIASTNSSSSDISVEGMGFAIPSNDVVSIINQLEKNGKVIR 311
NTDB id 381 SMU RS09890 WP 002262650.1 ENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVR 297
NTDB id 425 SGO RS10525 WP 012131081.1 EDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIR 291
NTDB id 539 SM12261 RS09395 WP 000681587.1 EDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTR 288
NTDB id 256 KZH43 RS10270 WP 000681597.1 EDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTR 288
NTDB id 215 SPD RS10945 WP 000681597.1 EDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTR 288
NTDB id 181 SPR RS10425 WP 000681597.1 EDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTR 288
NTDB id 145 SP RS11450 WP 000681597.1 EDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTR 288
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NTDB id 79256 EsVE80 RS10260 WP 173103624.1 PALGITMVDLSAVTSQQQEQILKVPNTVKNGVVITSVQNATPAEQAGLKQYDVITKLDGKEVDSSSDLQSALYKKKVGDS 391
NTDB id 381 SMU RS09890 WP 002262650.1 PALGISMANLSEASTSG.RDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDK 375
NTDB id 425 SGO RS10525 WP 012131081.1 PALGIQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEE 369
NTDB id 539 SM12261 RS09395 WP 000681587.1 PALGIQMVNLSNINTSD.IRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDT 366
NTDB id 256 KZH43 RS10270 WP 000681597.1 PALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDT 366
NTDB id 215 SPD RS10945 WP 000681597.1 PALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDT 366
NTDB id 181 SPR RS10425 WP 000681597.1 PALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDT 366
NTDB id 145 SP RS11450 WP 000681597.1 PALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDT 366
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NTDB id 79256 EsVE80 RS10260 WP 173103624.1 IEITYYRGSKEHTTKVSLTIDQSALKQNN 420
NTDB id 381 SMU RS09890 WP 002262650.1 IKLTFYREKDKQTVEIQLTKTSQDLNH.. 402
NTDB id 425 SGO RS10525 WP 012131081.1 IKVTYYRDGKEQTTTIKLTKSTDDLSSE. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IKITYYRNGKEETTSIKLDKSSGDLES.. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 IKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 IKITYYRNGKEETTSIKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 IKITYYRNGKEETTSIKLNKSSGDLES.. 393
consensus !**!*!!*****!****! *****!**

X non conserved

X similar

X ≥ 50% conserved


