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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 79206 HMSLTHF RS00745 WP 058579860.1 .MARGINKVILIGNLGQDPEVRFTPSGTAVANLNLATSDTWMDRQSGQRQERTEWHRVVLFNKTAEIAQQYLKKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGR....NENSGGAPYEEGYGQSQE.......AYQRPA.QQSRQ.P.... 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGR....NENSGGAPYDEGYGQSQE.......AYQRPA.QQSRQ.P.... 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFG..G.NQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN.. 153
NTDB id 79206 HMSLTHF RS00745 WP 058579860.1 EGRLQTRKWQDQNGQDRYSTEIVANDMQM.LDS.RGGDFQGGGAPQGGYAQQAPAQQAPPQQNYGQNLPQQGGYPPQGGA 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQM.LGGRAQQGGMPAQGGMN.VPAQ....QGSWGQP............. 141
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ....ASDAPSHPQEAPAAP.RRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ....APDAPSHPQEAPAAP.RRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ........ATRPQPAQK......PAAQAEPPMDNFDDDIPF 180
NTDB id 79206 HMSLTHF RS00745 WP 058579860.1 PQRGGQPAPQHPQPAPNNQNNSYGAPN.PGNFDDFDDEIPF 197
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....QQPAKQH.QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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