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NTDB id 1445 BW25113 RS17035 WP 000228551.1 .....MVDTEIWLRLMSISSLYGDDMVRIAHWVA...KQSHIDAVVLQQTGLTLRQAQRFLS.....FPRKSIESSLCWL 67
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NTDB id 1466 ASU2 RS09750 WP 015674213.1 ......MSQTDLLKLLQIPQLGAQRIARLLSEVD.FAQFCQYDKRQLQQIGWNEKQIQRWFN.....PEKRWIESALAWA 68
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVD.FGEFCQYDKTALKQMGWNERQIQRWFN.....PEHKWIDQALQWA 69
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDT.PSNIVQYSTEQLQLLGLTAKQLQAW.S.....QVDKEVDACLTWV 73
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRL.PAQLQSFTPKQWLACGLKPEQLVFLTT.....QAAKQAEQCLQWR 71
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
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NTDB id 79174 KR75 RS02100 WP 039102590.1 AALRSGSLVTVRCALEQGRDVFALPGPIGNPGSEGPHWLIKQGAVPVTSPEDIVEYWQNELAWLTDTSDS....I..... 297
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