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LNLCAAGS IVALALSGAALVAAPTAPS IVDLMYGSNNLQFSKI ELAMETTASGYNYDQMVKYHDQAKTI STVKFNQWSGNTPTGDTYNIYFDGV

NTDB id 79129 VV93 RS15595 WP 015727355.1 MTKLNLCAASIALALSGAALAAPTAPSIDLYGSNNLQFSKIELAMETTAGYNQMVKYHDQATISVKFNQWSGNTGDTYNIYFDGV 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! * !!!!! *!!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!! !! !!!!!!!! !*!!!!!!!! *!!!!!!!!!!!

logo KVASTGAP I STGGSQTATATFDQYGKQGGLYQME I EACDATGCASKSADPAE ITIADTDGSHLKPLTMNVDPNNKSTYNTDPSLVVMVGTYFVEWGI
NTDB id 79129 VV93 RS15595 WP 015727355.1 KVASGPISGSQTAATFQYGKGGLYQMEIEACDATGCAKSAPAEITIADTDGSHLKPLTMNVDPNNKSYNTDPSLVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!!*!*!*! !! !!! !! !!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!!

logo YGRNYTVDNI
MPADQNLTHI LYGF IP ICGPNESVKSVGGNSFNALQTACQRGVPDYEVVIHDPWAAYQKSFPQAGHEQYSTP IKGNYAM

NTDB id 79129 VV93 RS15595 WP 015727355.1 YGRNYTVDNIPAQNLTHILYGFIPICGPNESVKSVGGNSFNALQTACQGVPDYEVVIHDPWAAYQKSFPQAGHQYSTPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo

L
MMALKQRNYPDLKI IPS IGGWTLSDPFFYDFVDNKAKNRDTFVASVKKRFLKTTWKFYDGVDIDWEFPGGDGGAAAPDNKLGDPAVNRDGPQAYVADLM

NTDB id 79129 VV93 RS15595 WP 015727355.1 MMALKQRYPDLKIIPSIGGWTLSDPFFDFVDKKNRDTFVASVKRFLTTWKFYDGVDIDWEFPGGDGAAPNLGDPARDGQAYVDLM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!!!!! !!!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!!*!! !!!!!!!!!!!!!!!!! !!!* !!! !!*!!! !!

logo RELRATMLDNELEAETGRTYELTSAIGVGHYDKI EDVNYADAI
VQYMDYI FAMTYDFYGGWNNVPGHQTALYCGNSFMRPGQCDGSTGVDE

NTDB id 79129 VV93 RS15595 WP 015727355.1 RELRTMLNELEAETGRTYELTSAIGVGHDKIEDVNYADAIQYMDYIFAMTYDFYGGWNNVPGHQTALYCGNFMRPGQCDGTGVDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!!! !! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!

logo NGEVAPYKGPAYTASDHNGIQLLLAQGVPANKLVLGTAMYGRGWEGVMTPDSTLRTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF
NTDB id 79129 VV93 RS15595 WP 015727355.1 NGVPYKGPAYTSDHGIQLLLAQGVPANKLVLGTAMYGRGWEGVMPSTLRDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !! *!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MLGAPNNSTGINGFEYGYDADQAEAPW
YVWNRTTGEL ITFDDHRSVLAKGASYAKSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGVVI

P
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NTDB id 79129 VV93 RS15595 WP 015727355.1 MLGPNSTGINGFEYGYDDQAEAPYVWNRTTGELITFDDHRSVLAKGAYAKSLGLAGLFSWEIDADNGDILNAMHEGLAGGVVIPP 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!*! !!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!**!



logo NKRKPTAANAGADQVSVVTVGPASTVTVLDGSAQSKDASDEGPTIASYAWETQVSGPTAVTVLATGANTAKSASFDAAPEVTAVAEEQQFLTFKQLTVTDANDEGASTAS
NTDB id 79129 VV93 RS15595 WP 015727355.1 NKKPTANAGADVVVVGPATVTLDGSASKDAEGPIASYAWTQVSGPAVTLTGANTASASFDAPEVTAAQQFTFQLTVTDADGASAS 680
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !*!!!! !!!! ! !!!*! !!!! !!! *!*!!!!!! !!!!*!! ! !!!!! !!!!!*!!! ! !! !!!!! *!!*!!

logo DLTVVVTVKNAPAGKDVTVDGPVNNTAPVAKQVTVAPATANAGDVVVVDASASSTDADNDTLTFYNTWQTLPAQGLNVAQTTVNGASKQVTFTAAEYPTAQDTSLSTF
NTDB id 79129 VV93 RS15595 WP 015727355.1 DTVVVTVNA.KDTGPVNTAPVAKVTAPATANAGDVVVVDASASTDADNDTLTYTWQLPAGLVAQTNGAQVTFTAAEYTADTSLTF 764
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! !!!!! ** !!! !!!! ! !!!!!!!!!!!!!!!!!!*!!!!!!!!* ! !! !! ! !! !!!!!!!!* !!!!*!

logo TVSTVSDGKQASSSVASATTI
VVVAKQHKTVTDDPNGPGTCDSNAWDASAVYTGGNQQVTHAGKTWEAKWWTQTGDEDPSKSGEQWGVWKE I

VGPVANCN
NTDB id 79129 VV93 RS15595 WP 015727355.1 TVTVSDGQASSVASTTIVVAKKV..DNGGTCSNAWDASAVYTGGQQVTHAGKTWEAKWWTTGEDPSKSGQWGVWKEIGPANCN 845
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus !!*!!!! !!! !! !*!!! * ***!*!!! !!!!!!!!!!!!*!!!!!!!!!!!!!!! !*!!!!!! !!!!!!*!*!!!!
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