
logo

MAMSAM
R
S
G
I
L
VNKVI IL IVGRNLGQRNDPDE I

M
VRTYMPSNGDEGAVCATNLFITS ILVATSESTWTNRDRKMANTGQEMPQRKVREQKRVTEWHNRVIVTFMLFYGRRKQLAE I

VASGEQYLKRKGGSKLQVYLVI
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 79120 VV93 RS13580 WP 011079389.1 MASRGINKVILVGNLGNDPEIRYMPSGGAVANITVATSETWRDKATGEPREKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1471 ASU2 RS04565 WP 014991634.1 QTASRPA.......QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNA....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1447 BW25113 RS21080 WP 000168305.1 .GNQFSGGAQ....SRPQQSAPAAPSNEPPM.DFDDDIPF 178
NTDB id 79120 VV93 RS13580 WP 011079389.1 .QPSYQKQAP....AQQQPMQSQPQYNEPPM.DFDDDIPF 179
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QHQPMQQSA.......PQQYSQPQYNEPPM.DFDDDIPF 177
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