logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

logo

NTDB id 79066 IX87
NTDB id 1044 HON27
consensus

RS15415
RS16325

RS15415
RS16325

RS15415
RS16325

RS15415
RS16325

RS15415
RS16325

RS15415
RS16325

RS15415
RS16325

WP

WP
WP

WP
WP

WP

WP
WP

WP

WP
WP

001160330.
206677389.

001160330.
206677389.

001160330.
206677389.

001160330.
206677389.

001160330.
206677389.

001160330.
206677389.

001160330.
206677389.

=

=

U LSLTIERLTYCRLAL LILTORTORLCEALSLL LU TR L

MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQLILFF
MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQLILFF
I

DL CLUESVELALSLLVAESA LA L LA A AR LD LA

IVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSALLAFLFFVVHG
IVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSALLAFLFFVVHG
PELLLL et

ARBERLLER T ELILCT L EE YULCEO A 3L PO L L

IGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANEKYPLEKWHADLFEIL

IGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANEKYPLYKWHADLFEIL
PELLL e reerrrrrnd

1 LA (RS ATLL DR R, S e LA VAL

KFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSASIAHEIRNPLAAIVQANELLK
KFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSASIAHEIRNPLAAIVQANELLK
| N T T T T T T T T T T T T T T T T T T T O O O IO IO |

VPRI HRS DT ARENT D LEEL S LA SRR

DSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVKHSIQLKISDSSLKFLFDEKQLRQVM
DSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVKHSIQLKISDSSLKFLFDEKQLRQVM
PELLLL et

AL DD TR OO 2 KR LT A

INLVRNALRHNAPDSPYIT NIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFSTEINGTGLGLYLSHSFCEANHAKLMYVEQKQ
INLVRNALRHNAPDSPYIT NIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFSTEINGTGLGLYLSHSFCEANHAKL@YVEQKQ
T

gl

GACFRIECPIIY
GACFRIECPIIY
N

522
522

85

170
170

255
255

340
340

425
425

510
510



non conserved
B similar
> 507 conserved



