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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 78964 PS1M3 RS01800 WP 203985906.1 .MARGVNKVILVGNLGQDPEVRYMPNGNGVANITLATSDSYKDKNTGQMVDKTEWHRVVFFGKLAEIVGEYCRKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSG....GDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNN... 147
NTDB id 78964 PS1M3 RS01800 WP 203985906.1 EGKLQTRKWTDQQGQEKYTTEIVVDGFTGQMQMLGARGGDQQSGGGYQGNQGGQQNS..GYQGSQQGGYSQNNQNQQGSY 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....GMP.AQGGM.................NVPAQQGSW 138
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 .......................................NFNGGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
NTDB id 78964 PS1M3 RS01800 WP 203985906.1 APQQQAAPAAQSQSAPAPQQNNQYQPQGGGFAPQQNSAPQQQGGFAPKPQNAPQGGASNPMEPTIDFDDDIPF 230
NTDB id 1166 A1552VC RS00795 WP 000168289.1 GQPQQPAKQH.....................QPMQQSAPQQ.............YSQPQYNEPPMDFDDDIPF 177
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