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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MKMRHGLTLTPRKLTGLFSLWFSLLLAP...FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSI 77
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 ...........................................MKLPLPYCVKCGLFFSCFLSFAI.....SLSVHAEQN 32
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLI.....VFANPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLI.....VFANPKTDN 29
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ..........................................................MKRMILLL.....FFILPPVIA 17
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..........................................................MRYLFLLF.....FATFPVLAN 17
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 QVFSIRLKQAPLVPTLQQLALAQNVNLIIDDELQGTVSLQLENVDLDQLFRSVAKIKQLDLWQENGIYYLSKLDTSAKFA 112
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQ. 108
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQ. 108
NTDB id 1465 ASU2 RS06170 WP 014991934.1 HAFSISLKNAPTAKILSYLAEEHGKNIVLSDNIETNTTLRIENSNFDSVLKSITRANKLTSAYENQIYFIGHKKDDKDPN 97
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQHT 97
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ....KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ....KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ....KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIE 313
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 TKMDEPFILPAVMTEEPTRLTTATIKLHFAKASEVMKSLTG.GSGSLLSPNGSLTFDDRSNLLLIQDEPKSIANLKKLIK 191
NTDB id 1347 HI 0435 AAC22094.1 ........VAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIA 179
NTDB id 1373 NTHI RS02645 WP 011272046.1 ........VAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIA 179
NTDB id 1465 ASU2 RS06170 WP 014991934.1 R........GLNLELLKPKLITKTIKLDYAKAAEVIESLTK.GSGNFLSENGYLHFDDRSNSLIIKDSPESMKNIVKLIR 168
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .........TAQLVNALPKLITKTIKLHYSKASEVIESLTK.GQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIE 167
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST.NGSHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST.NGSHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSI.NGSHTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLA 392
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 ELDKPIEQIAIEARIVTMNGESLKELGVRWGMFNPTENAHRIGGSLAGNG.................FDNITNQLNVNFP 254
NTDB id 1347 HI 0435 AAC22094.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNLNVNFA 242
NTDB id 1373 NTHI RS02645 WP 011272046.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNLNVNFA 242
NTDB id 1465 ASU2 RS06170 WP 014991934.1 NLDRPTEQIAIEARIVTISSENLQELGVRWGMFSPANGHHKIAGSLEANG.................LPN.TNHLNVNFP 230
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGNG.................LT..TNNLNVNFP 228
consensus *!*!**!**!!!!!!!* ** * *!!!!!!**** ****!****! * * !!!!**

logo

A
S
V
T
A
TSTPANTNPSATASGSLVIAFLQI

VAAKLIGNSDSGTRVLLDLELTSALQESNQRESNDKNI
A
VE I I SASPRL ILTTDNKQKATSPAYS I EKQGTELIPYAVILMLVEVYSNSEKRTRKSDENSDEGI

S
V
T
A
K
S
T
Q

D
N
T
S
I
V
T
A
EFKRKEAVL

NTDB id 1186 GTF74 RS01320 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVL 462
NTDB id 1175 A1552VC RS12105 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVL 462
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKAVL 471
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 TATTPAGSVALQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKAASIKQGTELPYILVNEKSGSQSVEFREAVL 333
NTDB id 1347 HI 0435 AAC22094.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
NTDB id 1373 NTHI RS02645 WP 011272046.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
NTDB id 1465 ASU2 RS06170 WP 014991934.1 V..NNAASLALQVAKIN.GRVLDLELTALEQENDVEIIASPRLLTTNKKPASIKQGTEIPYVLYNRKDEVKNIEFKEAVL 307
NTDB id 1381 A4U84 RS02010 WP 021113424.1 V..NPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVL 305
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLP 542
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLP 542
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLP 551
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 GLEVTPHISQDKQILLDLVVSQNAPGSRVAHGLGEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKNVDKVPLLGDIP 413
NTDB id 1347 HI 0435 AAC22094.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIP 401
NTDB id 1373 NTHI RS02645 WP 011272046.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIP 401
NTDB id 1465 ASU2 RS06170 WP 014991934.1 GLQVTPHISNDNQILLDLVVTQNSPNSTSST.VHGLVTIDKQELNTQVFAQHGETIVLGGIFQHLTAKGEDRVPILGSIP 386
NTDB id 1381 A4U84 RS02010 WP 021113424.1 GLEVTPHISKQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIP 382
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ................................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLGALFRRTYEQMGKSELLIFVTPKVVIQ................................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGALFRRSYENVGKSELLIFVTPKVVIQ................................ 580
NTDB id 78937 NJ8700 RS10365 WP 012771965.1 GVKHLFSKESERHQKRELVIFVTPHILRQGETLESFKQKQGITQQTKMLPTQNTHKNPTKS 474
NTDB id 1347 HI 0435 AAC22094.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK................. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 VIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK................. 445
NTDB id 1465 ASU2 RS06170 WP 014991934.1 VLKKLFSHSSDRISKRELVIFVTPYIIKSEKQQISSHS......LQK.LPPK......... 431
NTDB id 1381 A4U84 RS02010 WP 021113424.1 VIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGAEKQK....................... 420
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