
logo MSCQNINAVIVKNRLSAFSL I ELLLSLSLS I SLLLLTAKSYTQFTQNNVKQKELLFLQKEAHYQI IHYFQQHIQHLGFQGSNRENS
NTDB id 78833 ASU1 RS08225 WP 081906452.1 MSCQNINAVIVKNRLSAFSLIELLLSLSLSISLLLLTAKSYTQFTQNNVKQKELLFLQKEAYQIIHYFQQHIQHLGFQGSNRENS 85
NTDB id 1453 ASU2 RS08160 WP 014992290.1 MSCQNINAVIVKNRLSAFSLIELLLSLSLSISLLLLTAKSYTQFTQNNVKQKELLFLQKEAHQIIHYFQQHIQHLGFQGSNRENS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo NFYLFEKENKRYALDNKSCL I FFYDLNSDGCLGKRKTKNSLCVNNE INNTHDLAKE I FGFKI ESQE IY IYDKNNLTTCKKHECEG
NTDB id 78833 ASU1 RS08225 WP 081906452.1 NFYLFEKENKRYALDNKSCLIFFYDLNSDGCLGKRKTKNSLCVNNEINNTHDLAKEIFGFKIESQEIYIYDKNNLTTCKKHECEG 170
NTDB id 1453 ASU2 RS08160 WP 014992290.1 NFYLFEKENKRYALDNKSCLIFFYDLNSDGCLGKRKTKNSLCVNNEINNTHDLAKEIFGFKIESQEIYIYDKNNLTTCKKHECEG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLNACQEKWKKFTS I EDFKVDKLSFSWKDPEKIMQVTLKL I SVKQNNI EYSTTNYIY I LN
NTDB id 78833 ASU1 RS08225 WP 081906452.1 LLNACQEKWKKFTSIEDFKVDKLSFSWKDPEKIMQVTLKLISVKQNNIEYSTTNYIYILN 230
NTDB id 1453 ASU2 RS08160 WP 014992290.1 LLNACQEKWKKFTSIEDFKVDKLSFSWKDPEKIMQVTLKLISVKQNNIEYSTTNYIYILN 230
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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