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NTDB id 1313 DR RS12030 WP 010888966.1 PTKVGNDA KINVKNKVAEPF G 310
NTDB id 78683 G6N33 RS02600 WP 044511015.1 D R IETLKDGT ..... KVVKNKV PPF D 298
NTDB id 600 KW2 RS01765 WP 011675413.1 IGSTKIEEGS. KVVKNKVAPPF N 315
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 228 SPD RS09265 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
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NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH MKVVKNKVAPPF IM GEGIS 299
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 313
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 297
NTDB id 1124 NGFG RS03960 WP 003688695.1 IBRTGS. ...I.KKGEEV KV KNKVAPPF 297
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 297
NTDB id 1427 RS RS02760 WP 011000510.1 BRIIGS....I.KKGBEV KVVKNKVAPPF 305
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEGEEV KVVKNK APF 296
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