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NTDB id 78663 G6N23 RS08025 WP 173675075.1 EIYGPESSGKTT ANFAQLYAGGEIAAF IDAEHALDPIRYAISUL GV gDEJLL SQPD GEQALEIFY i RSGA D 142
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NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT AFNQKINGGINNAF IDAEHALDPIAYALWALGVN DELL SQPD GEQ BISGAVD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANEAQKIZGGIWAAF IDAEHALDPIAYARWALGVN DELL QPD GEQ BSGAVD 1563
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NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AJNMOKINGGIA¥AF IDAEHALDPYY AISYLGVNID Lfj SQPDIJGEQALEINY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMQOKINGGUAMAF IDAEHALDEIY ASML.GV gy NLL SQPD GEQALEI|H 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AISHL GV i &LL SQPD GEQALEI)® 141
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