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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 78630 GsuE55 RS14200 WP 033017875.1 ....MINRVILVGRLTKDPELRYTPSGVAVATFTLAVNRPFTNQQ.GE..RETDFIQCVVWRRQAENVANFLKKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GE..IEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQ..NFNSNQSNGSQQSG..FT..SPQQTGNA 143
NTDB id 78630 GsuE55 RS14200 WP 033017875.1 DGRLQTRSYENQEGRRVYVTEVVA....DSVQFLEPKGVSEQR......G...AAAGGYYGD...PFPFGQDQNHRYPND 137
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEG..NSGGGQYFGGGQNDNPFGGNQNNQ..RR 145
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLA....DTVRFMDPKPREKAAD.................................... 113
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ..PM 151
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NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 78630 GsuE55 RS14200 WP 033017875.1 KQAGRIDEDPFADDGQPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ........................... 113
NTDB id 1390 A4U84 RS00055 WP 021115958.1 T.RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q.QSAPQQYSQPQYNEPPMDFDDDIPF 177
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