
logo MLAELS IKNFAI I EESLSTLVSFDEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRFYGAEAEKAE I
LEGLFLLDEDSDGRHPCVCLGQTV

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 MLAELSIKNFAIIESLSLSFDKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRFGAEKAEIEGLFLLDDDRHPCCQT 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!! !**!!**!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!*! !!!*!!!!!!* * !!**

logo CADEAQGIDVSDEGMI
VVLMRRDI LSATNSGKSVCR I

VNGKLVTI
TASTLRE IGARLTLLVDIHGQHDEHNQELLMDEDPAENRHLPQLLDEKFAGGAETVAEASAL

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 CADAGIDVSDGMVVLRRDILANGKSVCRINGKLVTTATLREIGATLVDIHGQHEHQELMDPARHLPLLDEFGGAETAAAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !!* !!!!!! !*!*!!!! !!!!!!*!!!!!! !*!!!!! !*!!!!!!**! !!** !!*!!! !*!!! !!

logo

A
K
A
TYQRAEGVYEQRYEVKTLLVKKI

LKKQLSENSEQEQMAHRLDL ILQTFQLERE I EQSAAKLELPGNEDEQRLMQEEKRQVQRIASNFEQKIYETAS ILQNRASYENALARGS
NTDB id 78602 GsuE55 RS02440 WP 172418491.1 AAYRAVYERYETLVKKIKKLSENEQQMAHRLDLLTFQLREIEQAALEPGEDERLMEEKVRIANFQKIYTAIQRSYEALAG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! ! !! !*!!*! !!! !! !!!!!!!* !!! !!! ! !!* !!! ! !!* ! !! !!! *! ! !!

logo EGQGRGLDSWI
VGEMAMSARQLAEDI

V
A
S
A
D
I
M
D
N
A
E
A
PLKEKAMHSDEASTVASNSYYLLEDEAVLTFYKQLMRDNMQLDEELEFYDPELRLDNAYI ESTRLANDE IKQQLKRKYGAT

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 EGRGLDSIGEAMRQLADVAAMDAALKEAHDATANSYYLLEEVLYKLRDQLEELEYDPLRLDAIESRLADIQQLKRKYGAT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus ! !!! *! ! !! !* * *!! ** !!!!!!!* * *! !*!!!*!! !! !!*!! *! !!!!!!!!!

logo

I
V
A
EDI LEQYAESKTIAEEE IDEAQI ENRDESTHLVHQESLEKKREQLADSVI

V
G
T
D
K
D
E
L
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A
L
A
VEAAKNRLVSTNQI

VRKQATHWAKRKQLACDEER IHQRELKDSLYMDEKSTKTFDI
T
E
VFAK

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 IADILQYAETIAEEIEAIENRETHVHELERQLAVITDELLAEAKRLTNVRQAHARQLCERIHQELKDLYMDKTKFDIVFA 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus * !!! !! ! !!!* !!!!**!** ! * ! * ** !! ****! *!* !** !! !!! !!!*!* !! !

logo

K
VRETAGSRNPELDEAPLVDNGQVPVKQFLHTEDQGI

VDLVVEKFLYI
LSTNTVGEPLKPSLASKVASGGELSR I

VMLAI
LKSTI FSKSHQQDGVTS I I FDEVDTG

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 KREG..PLDAPLVDGVPVKFHEDGVDVVEFYLSTNVGEPLKPLAKVASGGELSRIMLALKTIFSKHQGVTSIIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ! **** *!!!! ! !! *! !*!*! ! *!!! !!!!!*! !!!!!!!!!!*!!!*!*!!! *! !!!!!!!!!!!!

logo VSGRVAQAI
MAEKIHYKR I

V
A
S
I
N
G
QSQVLC I STHLPQVAAMADTHLLYIAKELTDKDGEGRTKTTRVVKRKPLDSEKEQEKVAKE IGRMIASGVEMVTDELTK

NTDB id 78602 GsuE55 RS02440 WP 172418491.1 VSGRVAQAMAEKIYRIANQSQVLCISHLPQVAAMADTHLLIAKETDGERTKTVVRKLDEEEKVKEIGRMISGVEMTELTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!*!!!!*** !!!!!!*!!!!!!!!!!!!! !!!! !! ! !**! !!! !!!!!! !!!*!*!!!



logo RHAKELLEKLQAADKQMVKQTTG
NTDB id 78602 GsuE55 RS02440 WP 172418491.1 RHAKELLELAAKMKQ.. 573
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!!! ! *! **

X non conserved

X similar

X ≥ 50% conserved


