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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 77838 ICHIAU1 RS11160 WP 162049418.1 ..MASLNKVILIGNLGADPETRYTTSGDAVCNIRLATTDSWRDKASGEQREATEWHRVVFYRRLAEIAGQYLKKGSQVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNF....SLLESRTTTEQRQGDGASQN..FNSNQSNGSQQSGFTSPQQ........ 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNE....NSGGAPYE....EGYGQSQE..AYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNE....NSGGAPYD....EGYGQSQE..AYQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSS....GGDFGG.......NQGSGWN..QAPAQTNYNQGGYSD 141
NTDB id 77838 ICHIAU1 RS11160 WP 162049418.1 EGRIKTRKWQDKDGQERYTTEVEATE....MKMLGRREG....QGEPVSRDDPFAPAAAGGSN..ASRRP.......... 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ....QGGMPAQGGMNVPAQQGSWG..QPQQPAKQH...... 148
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NTDB id 624 LCA RS00040 WP 011373726.1 ...........TGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 A.......PSHPQEAPAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 A.......PSHPQEAPAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NYAQNNNFNGGNATRPQPAQ...KPAAQAEPPMDNFDDDIPF 180
NTDB id 77838 ICHIAU1 RS11160 WP 162049418.1 .............................PANVADLDDDIPF 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..........QPMQQSAPQQ...YSQPQYNEPPMDFDDDIPF 177
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