
logo ML
FKLI I LMLGWVIAVGGIAFMLMGRITDI

L
F
E
P
C
L I EMPQFYGTECWKI

L
V
T
G
G
K
E
I
V
ALTLFVL ILGIAW

F
A
I
I
FYFILFYKKRNRPKLMHFLQVI

N
D
G
R
S
P
G
I
FLRKTAI

L
V
V
Y
F
I
CL IVLSCATI

S
T
F
S
F
LFGTMI

VGAHYHQYADQESYKALENI ERLYELYQKR
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEERLYYK 85
NTDB id 77639 H7R46 RS04540 WP 005067740.1 MLKLILMGWVVGIAFMGIDIPLIMQYGWLGKVLLVIGFIFYIFKRNLFLNRPILKTIYCLVCAISFFTIGHQYAQYALNERLELR 85
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIERLEQR 85
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIERLEQR 85
consensus !*!*!!*!!**!!!*!!*****!*********!*******!**!*********!*****!** ***!**!**!!**!!*!!!***

logo

I
Q
E
M
T
H
Q
D
P
S
T
D
K
R
S
T
N
H
L
E
D
V
I I IVY I

V
D
H
N
Q
R
I
M
L
G
SESESKEDDKNGKI

T
V
K
QQ

P
V
T
V
A
E
QVLGNI

Q
L
H
S
L
P
K
D
H
E
V
PVNWVLFLYI

L
D
K
N
Q
S
Q
S
N
K
L
N
L
V
Q
G
N
S
LA
L
E
I
K
D
K
N
E
S
N
P
S
Q
K
S
NLKELGQHYYR ITSAGKTKRP I

AHSYALVTAEPGSVAFDVQE
NTDB id 1015 ACIAD RS12005 WP 004928865.1 IMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLG.AEKSSSLELGQYYRITAKTKPIHSYALEGAFDVE 169
NTDB id 77639 H7R46 RS04540 WP 005067740.1 QMQPKSLDIIVYVDRISEEKEDKTQQPVQVLGQSLHPVNWLLYLKNQKVNSAIDEPKLKLGHYYRISGKTKPAHSYAVAGVFDQE 170
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHSYATPGAFDQE 170
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHSYATPGSFDQE 170
consensus * *******!*!*****!*******!***!!******!!!**!******** *****!*!!*!!!!**!!*!*!!!!**!*!!*!

logo

Q
KWFVIQQRNW

I
Q
M
A
S
T
G
A
F
Q
S
NVQYRHRYIQETPLSKSLQDEVIMYQSRALGFYYQHLQHVLKQEQQKTSWFFRSASNQRSQFKLRQLSNI

VEKLRLKTFRLNQMYI FL IKNDQSSPSLSQHNQHKAGL ILLALLTGDRESLLNSPDE I
L
T

NTDB id 1015 ACIAD RS12005 WP 004928865.1 KWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHALLLALLTGDRSLLNPEL 254
NTDB id 77639 H7R46 RS04540 WP 005067740.1 QWFIQRNIMSGFSVQHIEPLSSDEIYQLGYQHHLKEQQKFFNRQKLNVEKLRLTFRLMLKQSPLQNKGLLLALLTGDESLLNDEI 255
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLILALLTGDESLLSDET 255
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGLILALLTGDESLLSDET 255
consensus *!!*!*!******!**!**!!**!****!***!*!*!!**********!!!!!*!!*****!*!****!*!!!!!!!*!!! *!*

logo

E
K
Q
N
Q
LQFQKERQFLGI SHLLAI SGPHVFL I FAAIMVLSWI

V
A
C
F
L
Y

T
H
R
Q
F
L IHRSRFYKYPEKQLIYLRSWI

Q
KPRKQKVIWL IMTVLMAI

L
VPFLCLCFMLCGVI

L
L
IYCTAFVGFE IPALRTFLFLTSTVFML ILGFASI ISG

NTDB id 1015 ACIAD RS12005 WP 004928865.1 EQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYCAFVGFEIPALRTLFTVMLGSI 339
NTDB id 77639 H7R46 RS04540 WP 005067740.1 KNQFKELGISHLLAISGPHVLIFAIMLSWVLHQLIRRYYPQLYLRQPKQIWTMIPLCFGVLIYTAFVGFEIPALRTLLSVFLFAS 340
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYTAFVGFEIPALRTFLSVLIFIG 340
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYTAFVGFEIPALRTLLSTLIFIG 340
consensus **!!***!!!!!!!!!!!!!*!!!*!*!!**** !*!**!**!!**!*!*****!****!**!*!!!!!!!!!!!!*********

logo

F
L
V
LL ILRKHLQHPLVI SKAPFSTLLVLYSASLLLWLFMDPFS IVLSAAGFWLSYGSACF I L ILR IYQDTMIETAQALQPNQEFVQI

H
Q
S
F
L
T
R
S
F
L
L
T
S
R
S
G
R
K
I
MI LQFFIML

SKAIVLVIRESQW
GKI FVIALCMS

NTDB id 1015 ACIAD RS12005 WP 004928865.1 LLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFHQTRFTRGM.QILKALVRSQWKIFVALM 423
NTDB id 77639 H7R46 RS04540 WP 005067740.1 LVLIKLPVKPFSLLVYSASLLLLFDPFSVLSAGFWLSYGSCFILLRIYQTIEQAPNVISTSLLSRIILFSKILIESQGKIFIALC 425
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALS 425
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALS 425
consensus *!*******!*!!!*!!!!!!**!!!!*!!!*!!!!!!*!!!!*!!!!***! ***** **********!*!**!!*!!!*!!*

logo PLMTL IL IFFKQRQI SW I
VAPFLSTNLI IA I

VPLI LVGGS IV IVPLDNI FIMAGACLVAWFLFIVFVIPKPSLFGNLMLFQYHI
L
FNNDSVML ILESLI FVL ILGS ICFLKNGGLLDEHKLFNSPLQTPLQYGFYIASFLTPLDLS

NTDB id 1015 ACIAD RS12005 WP 004928865.1 PLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLL 508
NTDB id 77639 H7R46 RS04540 WP 005067740.1 PLMLIFFQQISWVAPFTNIIAVPLLGGVIVPLNIFAACVWLIFKSFGNLLFQINDVLISIVLSCFNLLEKL.SLPLQGFSLTPLD 509
NTDB id 1070 ABD1 RS13145 WP 000472713.1 PLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFNDMLLSILLSCLGLLEKL.SLTLQGISLTPLS 509
NTDB id 1083 H0N27 RS04190 WP 168726476.1 PLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFNDMLLSILLSCLGLLEKL.SLPLQGISLTPLS 509
consensus !!*!**!**!!!*!!**!*!!*!**! *!!!!*!*!*!*! *****!!*!!**!**!**********!**! ***!!****!!!*



logo L IVLAC I
L
T
S
F
L
C
V
AIVI I LFLPCKGI

V
V
LPKFSTWSGLVI ILCFCVLPL ILVMIMPDSNKMSTI

S
R
Q
P
Q
T
IQI

L
S
NI ILDVGQGQAS I F ILQDHQTPETQQRTNI

WLLIDTGGYSYDESKAKI FS IGKQQNVVI
VPYF

NTDB id 1015 ACIAD RS12005 WP 004928865.1 LICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPF 593
NTDB id 77639 H7R46 RS04540 WP 005067740.1 LVCLSFVIIILFLPCGVLPKSWGLICCLPLIIPDKSSQQIQLNIIDVGQGQSIFLQHTQQTWLIDTGGSYDEKAFSIGQNVVIPY 594
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPF 594
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPF 594
consensus !******!*!!!!!*!**!!*!***!**!!****!*****!**!*!!!!!! !!*!***!**!*!!!!*!!!**!!!!**!!*!*

logo LKRSQKQEGI
V
H
K
RQLDRHVI

VLTSHLDQDHSGGALFPAILSVIALQQALEFIP I
T
V
R
K
M
Q
I
V
L
Q
I
A
SNEELQW

L
A
I
P
E
K
N
Q
D
I
L
S
K
E
I
QPFSTQLYCHSQGQKTQWEQHTYPSQELKDI EQI LSWPKLEEKNDLNQALSFTVASTVFSNRQN

NTDB id 1015 ACIAD RS12005 WP 004928865.1 LKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEE.IKDLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRN 677
NTDB id 77639 H7R46 RS04540 WP 005067740.1 LRQKEIKQLDHVVLSHLDQDHSGAFPSIAQAFPIKQVISNELWAEQIKEPFTYCHQGQKWQYPQLDIEILWPKEKDLNLVSSNQN 679
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPNDLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQN 679
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLPNDLKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQN 679
consensus !******!!!*!*!*!!!!!!!!**!***!**!******!!********!!**!!*!!*!****!*!*!!*!!***!*****!*!

logo

E
Q
A
YSCVMVYI

L
H
Q
F
LKKQAIVNSGDGLYKQYNYFLMIMGDAGWETAEYEQLMLQKEQDYPDNLKI

VDVL IVLGHHGSQKHSSSAYDFLKARTYLHKPKI
L
V
AIASAGFENDNGRYGHPSAKQEQ

NTDB id 1015 ACIAD RS12005 WP 004928865.1 EASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAE 762
NTDB id 77639 H7R46 RS04540 WP 005067740.1 QYSCVVYIHLKQINGYQNYLIMGDAGWEAEYQLMKEYPDLKVDVLVLGHHGSKHSSAYDFLATLKPKLVIASAGFNNRYGHPSKE 764
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQ 764
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQ 764
consensus **!!!*!** ! *******!*!!!!!!!*!! !***!! !!*!!!*!!!!!!*!!!*!!!!****!!**!!!!!!*!*!!!!!*

logo VLSINAR I
LKQDEALHNIPFLLKSTLTVDEKQGATI

L
H
SFKVFSLDRESNGQHENKEILMQVTLEYHFTDYRRFQLESDYR I

K
LWLHQSRSGLF

NTDB id 1015 ACIAD RS12005 WP 004928865.1 VSNRLQDLNIPLLSTTDKGAIHFKFDSGNEQTEFYRQSYKWLQR.. 806
NTDB id 77639 H7R46 RS04540 WP 005067740.1 VLARIQELNIPFKSTVEQGTLSFVSRNQEMVLYTRRFERIWLHRSL 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDRRLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDRRLDRLWLSRGF 810
consensus !**!* *!*!!**!!***!***!************!****!!*!**

X non conserved

X similar

X ≥ 50% conserved


