
logo MLKNKRSLS I EPFHYYWWQDRVF IAAI
TI LA I LLHI FVLL IHFAMPASPSEQSTKE IA I S IRPSTENDEPVI

V
H
K
H
QADFLAQADQQGSGAFREAH

NTDB id 77636 H7R46 RS02385 WP 005067319.1 MLNKRSLSIEPFHYWWQDRVFIAATILAILLHIFVLLIHFAMPSPSEQSTKEIAISIRPSNEPVHQADFLAQADQQGSGAFREAH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !! !!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* *****!!!!!!!!!!!!!!!!!!!

logo RMTSSDNSTPANPML
P
N
SDASTGDEATEQLESTLEQKI

VQQQRELKFEEKVLMTVLSWQKQADEAESQRKKAELEQLQSQFQAKAAMVASLEAQYLQRQQ
NTDB id 77636 H7R46 RS02385 WP 005067319.1 RTSSDTPNPMLNDASTGDTELESLQKIQQQRELKFEEKVLMTVLSWQKQADASQRKKELEQLQSQFQAKAAMVASLEAQYLQRQQ 170
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus ! !! *! !!* !!!!!* !!*! !*!!!!!!!!!!!!!!!!!!!!!!!* !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKRGEVRLMVI LNAQGGIRAIRLLESSGHPVLDEAAKAS
NTDB id 77636 H7R46 RS02385 WP 005067319.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLRGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKS 255
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVRRGAPFGHRFDANMKDI SELR I IVRTWRFDPAEAEFEVH
NTDB id 77636 H7R46 RS02385 WP 005067319.1 SVRRGAPFGHFDANMKDISELRIVRTWRFDPAEAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!
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