
logo MKLKLKNFKPNNLWYAI
VCSSSMVAI FTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNSNSYGENRLAMLKNGMNAFLASN

NTDB id 77631 H7R46 RS01680 WP 005067129.1 MKLKLKNFKPNNLWYAICSSSVAFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNNSYGENRLAMLKNGMNAFLASN 85
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNAFLASN 85
consensus !!!!!!!!!!!!!!!!*!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo NPVLNDTRVGLGNFSADNGDSRSGQI
VLVAAAPLGDASTLNTMVGSQRYKLKQAVANSLTAGSGSYTPSAHAYAEAAAYLMGTTTLYKSENAINLY

NTDB id 77631 H7R46 RS01680 WP 005067129.1 NPVLNDTRVGLGNFSANGDSRSGQVLVAAAPLGDASTLNTVGSQRYKLKQAVANLTAGGSTPSAHAYAEAAAYLMGTTTYSEANY 170
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLMGTTTLKNINL 170
consensus !!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!! ! !!!!!!!!!!!!!!!!!!! !
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NTDB id 77631 H7R46 RS01680 WP 005067129.1 AIRK..DSYIRRVRKSDNRTEYSYCTNYRDSQIDTTNLWQPCRSNNYWSNWSTSNPGVDTAT...AYDTSSDWTYSYTYYY.TTF 249
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VDAPIYFSYVTYDRRGRVITNYHACTEWNTEGT..........ICNSWDSSSLSNPPVISGLQQASCTANIGWQLLSGTCYKKTG 245
consensus *** !!* !* ! !* !! * ********** *! ! ! !!!*! ** *** * ! *!* !
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VMSTALGSTFLG
NTDB id 77631 H7R46 RS01680 WP 005067129.1 NYAVANADSGIPKSKSNDTASNPNIVVDRNASNLNAIYQSPLPAVANRQSCDGQGIYFLSDGEPNNTTNTRSATVMSTALGSTLG 334
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LITINNLDSGFNKSIS............GSKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFG 318
consensus * ! !!! *!! !************ * !*!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!**!!!!!!!! !

logo ADNFNTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVS IQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFSDRGRGSDDLNCSPNQTT
NTDB id 77631 H7R46 RS01680 WP 005067129.1 ANFTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQSDRRSDDNCSPNQTT 419
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPNQTT 403
consensus ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!

logo NAI
VTAPGYGNGGFFPSTQSAQGVTDSVIAF INNLDEKVPLEQPLTTGAI SVPYDALNPKNLQEYGYLRAFLEPNPANTYLTWRGNLKKY

NTDB id 77631 H7R46 RS01680 WP 005067129.1 NAVTAPGYGNGGFFPTQSAQGVTDSVIAFINNLEKVPLQPLTTGAISVPYDALNPKNLQEYGYLRALEPNPANTYLTWRGNLKKY 504
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKY 488
consensus !!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo HVVLSGGTNAGAFEANTGGLVYNASTGAFRTGTKDYWNSSNTYNDGGKNVFFLGGSYAKVPLP IAGQNETRDAEDEGNI ITKYYYAVQSTKIRN
NTDB id 77631 H7R46 RS01680 WP 005067129.1 HVVLSGGNAGAFEANTGGLVYNASGAFRTGTKDYWNSSNYNDGGNVFLGGSYAKVPLPIAGQNETRDEDGNIIKYYYAVQTKIRN 589
NTDB id 1063 ABD1 RS15730 WP 000768961.1 HVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRN 573
consensus !!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !!!!! !! !!!!!!!!!!!!!!!!!!! *!!! !!!!!!!*!!!!



logo LFTDVSAVAADGSLTKI STSGTNLLKIPAATPPEGTNPFDSTVANTASYVLGKFDNAPSTGQDNI LKAFP IGSLKLKI LNYLGYSTDI SAT
NTDB id 77631 H7R46 RS01680 WP 005067129.1 LFTDVSAVAADGSLTKISTSGTNLLKIPATPPEGTNPFDSVANTASYVLGKFNASTGQDILKAFPIGLKLKILNYLGYSTDISAT 674
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISAT 658
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!! *!!!! !!!!!!! !!!!!!!!!!!!!!!!!!

logo TLPSSLVTSNEPYLSMGGS IHSLPVQLTYNGTLDDENGNLTSAREQS I LYGTMEGGLHI
LVDASSTGI

VEQMAVFVPADI LNDPS IVASKAL
NTDB id 77631 H7R46 RS01680 WP 005067129.1 TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDENGNLTSAREQSILYGTMEGGLHLVDASTGVEQMAFVPADILNDPIASKAL 759
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKAL 743
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!*!*!!! !!!!!!!!!**!!!!!

logo VVGQSDASAPAHGMDGAWVSDPAYNS ITTTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDNVLNSPTVSPKLLFR I
VGADQTDYSRMG

NTDB id 77631 H7R46 RS01680 WP 005067129.1 VVGQSDASAPAHGMDGAWVSDPAYSITTTGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLNVLNPVSPKLLFRVGADQTDYSRMG 844
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMG 828
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! !!!!!!!*!!!!!!!!!!!

logo QSWSKPVLANIRYNGSVIKRRVLMIVGGGYDQCYEKNPNITLSTDNASCFTNGKAKGNAVYI IDAKTGEQRLWWTSDTGSNI
TDNASNMKHS IVS

NTDB id 77631 H7R46 RS01680 WP 005067129.1 QSWSKPVLANIRYNGVIKRVMIVGGGYDQCYENPNITLSNSCFTNGKAKGNAVYIIDAKTGERLWWTSDTGSNIDNSNMKHSIVS 929
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVS 913
consensus !!!!!!!!!!!!!!! !*!!*!!!!!!!!!!! !!!!!* !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !! !!!!!!!!

logo R I STLDRDADGLVDHLYFGDLGGQI FR I
VDLNNNQTKTNSTYSSFGI

VRVVRLANLATNDSTYDAGSTNDYTAGGNAPRFYEPPTVTIHD
NTDB id 77631 H7R46 RS01680 WP 005067129.1 RISTLDRDADGLVDHLYFGDLGGQIFRIDLNNNQTKTNSTYSSFGIRVVRLANLATNDSTYDASNDYTAGNAPRFYEPPTVTIHD 1014
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHD 998
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!**!!!!*!!!!!!!!!!!!!!!!

logo YGIHRTF ITVGIASGDRSTPLDVYPLTGREGMS
TPSTSTALSGRPVNNVYGI IDKRDF IVKKNLMSLATDNQLETKDITRLTGTLRKNPQI LRST

NTDB id 77631 H7R46 RS01680 WP 005067129.1 YGIRTFITVGIASGDRSTPLDVYPLTGREGMSPSTALSGRPVNNVYGIIDKDFIKKNLMSLADNQLETKDITRLTLRKNPQILRS 1099
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRT 1083
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**!!!!!!!!!!!!!!!*!!*!!!!!!! !!!!!!!!!!! !!!!!!!!!*

logo GETRVAQI FFPNTTGVGKQGSGWYRSLSSMTSDGTEKANNSFR IKGGLKAFEEPMAI
VTGNTL I IVPVYDPQGTGIVAADPCLPRVVGETDQR

NTDB id 77631 H7R46 RS01680 WP 005067129.1 GETRVAQIFFPNTGVGQSGWYRSLSSMSDGTEKANNSFRIKGGLKAFEEPMAVTGTLIVPVYDPQGTGIVAADPCLPRVVGETDQ 1184
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDR 1168
consensus !!!!!!!!!!! !!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!



logo QTFYCLPFGACLNSDGS IDQNKENGHSGFEKTQTGTNCPVGASECNKNVIGSGIRGSVTFVPTEDNPPAMTNSCGKLKLSGNEQSGTGEQWQ
NTDB id 77631 H7R46 RS01680 WP 005067129.1 QTFCLPFGACLNSDGSIDQNKENGSGFKTQTGTNCPVGASECNKNVIGSGIRGVTFVPTEDNPPATNSCGKLKLSGNESGTGEWQ 1269
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QTYCLPFGACLNSDGSIDQNKENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQ 1253
consensus !!*!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!! !!! !!

logo CTSHLVPATRWYERYR
NTDB id 77631 H7R46 RS01680 WP 005067129.1 CTSHLVPARWYERYR 1284
NTDB id 1063 ABD1 RS15730 WP 000768961.1 CTSHLVPTRWYERYR 1268
consensus !!!!!!! !!!!!!!
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