logo

NTDB id 77629 H7R46 RS01670 WP 005067125.

NTDB id 1066 ABD1 RS15740 WP 000079197.1
consensus

logo

NTDB id 77629 H7R46 RS01670 WP 005067125.

NTDB id 1066 ABD1 RS15740 WP 000079197.1
consensus

logo

NTDB id 77629 H7R46 RS01670 WP 005067125.

NTDB id 1066 ABD1 RS15740 WP 000079197.1
consensus

logo

NTDB id 77629 H7R46 RS01670 WP 005067125.

NTDB id 1066 ABD1 RS15740 WP 000079197.1
consensus

1

1

1

b L VAL LT LU 8 L AR AL T

MAEISF GFTLIEL VALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEY ARDIRLLNYGNVLTDTTP
K NP
| [

MA SF EWKIANGFTLIEL VALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEY ARDIRLLNYGNV|NPELTDTTP
I

e

|

WGG VLTGSTATNNNN NF PIVTNTYI @WLLSRGAGDTVSTVEINHWKGLSNIQNSSNAFAVQSDQLTIQFIAPTNMTNCEG N

WGG VLTGSTATNEIWNN NF PJQVERITNTYIJgd FALLSRGAGDTVSTVMNHWKGLSNIQNSSNAJRMVQSDQLTIQFIAPTNMTNCEG N
!

Tl bt sl bxl Pl bxx PP PP ELE R L rrrrrrrrrrrrrrr rrrerrrrrrrrrrrrrrrrnsxl

VA D VAR SADHA DT g DR AL A A AR

VLAGDLIVJ@RYFLR DBJNGSSQQDYALACDANTPEERUATAQPYWNVIAGLGDAGQI LPRIDHFHVLIJGAKNAAGNFAYYTIPQYRE
VLAGDLIV[NRYFLR DNNGSSQQDYALACDANTPERUSIATAQPPRAVINGLGDAGQI LPRIDHFHVLIMGAKNAAGNFAYYTIPQYR|Y
I P T

AR A R OTAR TG e LR BRI 42

L
TIA
TIA

LRNAMGE 333
LRNAMGE 333

AAQAARDA PVIgPRILSIQISVLARSTNNAQEKAIDPQSFIgMLD QuVHARDNWTRFLRRYYY
AAQAARDA PVIN PRILSIQISVLARSTNNAQYKAIDPRQSFMMLDQNVHEANDNIITRFLRRYY
PYTET 0L trrt e 1y [

K| non conserved
B similar
>507% conserved

85

170
170

255
255



