
logo MAHQSF IVLSLNKEQQRGFTL I EL IMVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYI
MARDIRLLNYGNVTVNP I

QLTDTTP
NTDB id 77629 H7R46 RS01670 WP 005067125.1 MAHSFVLLKQRGFTLIELMVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYIARDIRLLNYGNVTNPILTDTTP 85
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQLTDTTP 85
consensus !!*!!* ! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!!!!!

logo WGGI
VVLTGSTATNANNNI

VNF IVPKNVDGTNTYIAPDEATLLSRGAGDTVSTVNSNHWKGLSNIQNSSNAAEVQSDQLTIQF IAPTNMTNCEGI
VN

NTDB id 77629 H7R46 RS01670 WP 005067125.1 WGGVVLTGSTATNNNNVNFVPNVGTNTYIADTLLSRGAGDTVSTVSNHWKGLSNIQNSSNAAVQSDQLTIQFIAPTNMTNCEGIN 170
NTDB id 1066 ABD1 RS15740 WP 000079197.1 WGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAPTNMTNCEGVN 170
consensus !!!*!!!!!!!!! !!*!!*! ! !!!!!** !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!

logo VLAGDL IVEQRYFLRLVDNSNGSSQQDYALACDANTPASTVSVATAQPDTI
TVANGLGDAGQI IVLPR IDHFHVLFLGAKNAAGNFAYYTIPQYRAV

NTDB id 77629 H7R46 RS01670 WP 005067125.1 VLAGDLIVERYFLRLDSNGSSQQDYALACDANTPSTVATAQPTTVAGLGDAGQIVLPRIDHFHVLFGAKNAAGNFAYYTIPQYRA 255
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKNAAGNFAYYTIPQYRV 255
consensus !!!!!!!! !!!!!*! !!!!!!!!!!!!!!!!! !!!!! ! !!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo AAQAARDASTPASVAMAPPR I LS IQI SVLARSTNNAQNSKAIDPENQSFFLMLDQNTVHAASDNRTTRFLRRTVYNSLVTIALRNAMGESTI
L

NTDB id 77629 H7R46 RS01670 WP 005067125.1 AAQAARDATPSVMPPRILSIQISVLARSTNNAQSKAIDPEQSFFMLDQTVHASDNTTRFLRRTYNLTIALRNAMGESL 333
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYSVTIALRNAMGETI 333
consensus !!!!!!!!*! ! *!!!!!!!!!!!!!!!!!!! !!!!! !!! !!!! !!! !! !!!!!! ! *!!!!!!!!!!**
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