
logo MLLKSRHRSLHQSGFSMI EVLVALLL I S IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF
NTDB id 77619 HV99 RS02165 WP 003119423.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
NTDB id 1195 PA4551 NP 253241.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLKSDYYICRSSKPGDCDGKGSMLE IRLAWRGKQGACVNAADS
NTDB id 77619 HV99 RS02165 WP 003119423.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLKSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
NTDB id 1195 PA4551 NP 253241.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLKSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SADTSLCYYTLRVEP
NTDB id 77619 HV99 RS02165 WP 003119423.1 SADTSLCYYTLRVEP 185
NTDB id 1195 PA4551 NP 253241.1 SADTSLCYYTLRVEP 185
consensus !!!!!!!!!!!!!!!
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