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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV...WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPA 82
NTDB id 77276 H7K64 RS18200 WP 182815989.1 MRTGMFALALGLLSLRFLPALPSVGAMLTMLLLGVVCLPG...............RARAVGCFLLGMSWACWSAQNALDDRLESA 70
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...............RWRPLAFFLFGLVWACLNAQWALDDRLPVD 70
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NTDB id 1426 RS RS05575 WP 011001070.1 WEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLK 167
NTDB id 77276 H7K64 RS18200 WP 182815989.1 LDGRTLWLEGRVVGLPALRGQSVRFELADPT.SRRTALPRRLQLNWFE....................GPQLSAGEYWRLAVTLK 134
NTDB id 1199 PSJM300 12650 AFN78592.1 LDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLK 134
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NTDB id 1426 RS RS05575 WP 011001070.1 RPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQS 252
NTDB id 77276 H7K64 RS18200 WP 182815989.1 RPHGLLNPHGPDWEALFLARRIGAVGTVKAGQLLAP..............ATNNWRDAVRQRLLAVDAQGR.EGALAALVLGDGS 204
NTDB id 1199 PSJM300 12650 AFN78592.1 RPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGS 206
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NTDB id 1426 RS RS05575 WP 011001070.1 GIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVP 337
NTDB id 77276 H7K64 RS18200 WP 182815989.1 GLARSEWQALQATGTVHLMVISGQHIGLVAGLVYGLVAWL..ARLGL.......WPQRLPWLPWACALSLVSALGYGGLAGFGVP 280
NTDB id 1199 PSJM300 12650 AFN78592.1 GLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL..ARWGI.......WPQRLPWLPWACGLAFAGALGYGWLAGFEVP 282
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NTDB id 1426 RS RS05575 WP 011001070.1 AQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGL 422
NTDB id 77276 H7K64 RS18200 WP 182815989.1 VQRACLMLAMVLLWRLHFSHLGALLPLLAALCGVLLIEPLASLLPGFWLSFAAVAVLVFCFAGR..............LGGWRPW 351
NTDB id 1199 PSJM300 12650 AFN78592.1 VRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWW 353
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NTDB id 1426 RS RS05575 WP 011001070.1 RGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPG 506
NTDB id 77276 H7K64 RS18200 WP 182815989.1 QAWSRAQWVVAVGLLPALLALGLPISLTAPLANLLAVPWISFAVLPLALLGSALLPLGQPGELLLWWAGGLLEILFQQLALLGQW 436
NTDB id 1199 PSJM300 12650 AFN78592.1 RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGW 438
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NTDB id 1426 RS RS05575 WP 011001070.1 GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDT 591
NTDB id 77276 H7K64 RS18200 WP 182815989.1 RPAWEPQALTPWAGLLVGLGAALLLLPRGVP...LRGLGGVMLMA.LWAPREPVPQGQVEVLQLDVGQGLAVLLRTRTHSLLYDA 517
NTDB id 1199 PSJM300 12650 AFN78592.1 QPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDA 520
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NTDB id 1426 RS RS05575 WP 011001070.1 GPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRW 676
NTDB id 77276 H7K64 RS18200 WP 182815989.1 GPAKGDM.DLGDRVVLPTLRKLGVKHLDLMLISHGHADHAGGAAAIGRGLPLGRVLAGEPEQL.......PEALRARRCVSGERW 594
NTDB id 1199 PSJM300 12650 AFN78592.1 GPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRW 597
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NTDB id 1426 RS RS05575 WP 011001070.1 AWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLD 761
NTDB id 77276 H7K64 RS18200 WP 182815989.1 HWDGVDFMLWQWAG......GPAGNERSCALLVQAQGERLLLAGDMEAGAERAWLAATD..APRIDWLQAPHHGSRSSSTEPFIR 671
NTDB id 1199 PSJM300 12650 AFN78592.1 TWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLA 674
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NTDB id 1426 RS RS05575 WP 011001070.1 AVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 77276 H7K64 RS18200 WP 182815989.1 ATSPRGVMISRGRYNSFGHPHPQVVERYRRYGLSVHDTAIEGALRLRLGTHG..EVEGLRAQRRFWRQVQ............... 739
NTDB id 1199 PSJM300 12650 AFN78592.1 AVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................ 741
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