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NTDB id 1115 OK783 RS00485 WP 003698035.1 AADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGGD..KWE..................AQ....TKINLPVA.AA 533
NTDB id 1100 NMB RS09455 WP 002225652.1 AADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDD..KWG..................AE....TKINLPIT.AA 579
NTDB id 1092 CAD91899.1 1..2286( ) AADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDD..KWG..................AE....TKINLPIT.AA 571
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSH...SVGGS........IESNLWQKGLLAD..........DEFPVDEFLNVNLASTSAN 388
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSH...SVGGS........IESNLWQKGLLAD..........DEFPVDEFLNVNLASTSAN 388
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSINGSH...TVGGS........IENNLATIGLYDGGGEGDDGG..SSVGIDDFLNVNLAATSPN 397
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFSKEMGVKWGILSQGINQ........NSNLLVGGSETTLWN..LRNPDSN.....GTYTIERPDNLNVDLGVTTTG 521
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ASTSFTKELGVKWGILSQGITN........NNNLLVGGSETTLWN..LREPKKDETTGGYKYTIERPDNLNVDLGVSNP. 533
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ASTSFTKELGVKWGILSQGITN........NNNLLVGGSETTLWN..LREPKKDETTGGYKYTIERPDNLNVDLGVSNP. 533
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTHLS...GTL.EGANELARGTAPANVV..PLERRLN...........LDLAAAPLTGAT.PA 504
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTHLS...GTL.EGANELARGTAPANVV..PLERRLN...........LDLAAVPLTGAT.PA 504
NTDB id 77262 H7K64 RS01750 WP 420029540.1 ANVDYEKSLGVRWGAPLQGDT..........................................ARLGKELFVDLGVE.RG 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKGNW...SGYGKDGNIGIKDEDGMNCG..PIAGSCTFPTTG....TSKSPSPFVDLGAK.DA 528
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NTDB id 1115 OK783 RS00485 WP 003698035.1 ANSISL..VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLT 611
NTDB id 1100 NMB RS09455 WP 002225652.1 ANSISL..VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLT 657
NTDB id 1092 CAD91899.1 1..2286( ) ANSISL..VRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLT 649
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLK 465
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLK 465
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLK 474
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLE 600
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN 612
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN 612
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SVGIALAKLN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLK 579
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SVGIALAKLN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLK 579
NTDB id 77262 H7K64 RS01750 WP 420029540.1 TSGIGLGVLR..GGTLLDLELSAMEKSGNGEIISQPKVVTADKETARIIKGTEVPYQETSKSGAT...SISFREASLSLE 300
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSGIGIGFIT..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLE 603
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NTDB id 1115 OK783 RS00485 WP 003698035.1 VTPNITPDGQIIMTVKINKDSPAQCA.SGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIG 690
NTDB id 1100 NMB RS09455 WP 002225652.1 VTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIG 736
NTDB id 1092 CAD91899.1 1..2286( ) VTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIG 728
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLG 554
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VTPNITPDGKILMELNIANDSINSYA...QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVG 677
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVG 689
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VTPSITPDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVG 689
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVG 656
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVG 656
NTDB id 77262 H7K64 RS01750 WP 420029540.1 VTPQITPDGKVVMAVRVTKDEPDYVNA..LNNVPPIRKNEVNAKVRVADGETIVIGGVYSTTQNNVVDKVPFLGDLPYVG 378
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLG 681
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NTDB id 1115 OK783 RS00485 WP 003698035.1 NLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1100 NMB RS09455 WP 002225652.1 NLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) NLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 77262 H7K64 RS01750 WP 420029540.1 RLFRRDVLREKKSELLVFLTPRIMSDQAIAVSR......... 411
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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