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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 77157 H7K70 RS19515 WP 182850582.1 MRGFWLALASGLLVLRFLPALPPGWLLL..GLAGIGAVLLP..........WRARALGVALIGFAWACHCAQVALDDRLDPALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLL..ALAPVGLLLLP..........FRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 77157 H7K70 RS19515 WP 182850582.1 TTRWLQGQVVGLPQQDGGVVRFELVP.AAIEGLRLPGRMRVSWYGG....................PEVRSAETWRLAVTLRRPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 77157 H7K70 RS19515 WP 182850582.1 GLVNPHTFDYEAWLLARHIGATGTVKAGERINAAE............GPGAWRDDLRQAIQQAEARG.RNGTIAALVLGDGSGLS 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 77157 H7K70 RS19515 WP 182850582.1 SRDWRHLQDTGTVHLMVISGQHISLLALLLYGVVAAL.......ARLGL..WPTRLPWLPCACVLALAGALGYGALAGFDVPVQR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 77157 H7K70 RS19515 WP 182850582.1 ACLMTALVLLWRLRFRRLGVVTPLLAVLCIVLLVDPLASLQAGFWLSFAAVALLVLVFA.......GRLGSPPAWR.......SA 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWR.......AL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 77157 H7K70 RS19515 WP 182850582.1 WRAQWALSLALTPALMALALPISLSGPLANLVAVPWVSFVSVPLSLAGTALHAVPGLGEGLLLLAGLSLEGLFLLLGWIAEAMPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 77157 H7K70 RS19515 WP 182850582.1 WQAPALAVWSWGLVLLGCLLLILPPAL...PFRLPGLLLLVLLVWPPLQRPAPGTADVRVLDVGQGLAVLVLTEHHALLYDAGPR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 77157 H7K70 RS19515 WP 182850582.1 QGGF.DLGERVVVPALRGLGVRHLDELLLSHADNDHSGGAEAVVRALSVARVISGEVE.......RLPPGLNAQPCEA.RQWEWD 599
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 77157 H7K70 RS19515 WP 182850582.1 GVHLRTWRWP......EARDSNDRSCVLALEANGERLHLTGDLGQAAEAAWVES..GEPLAADWLLAPHHGSRSSSSARLLQAVR 676
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 77157 H7K70 RS19515 WP 182850582.1 PRGALISRGARNAFGHPHPQVLARYRALPAALYDTAESGALLIRLGTHGE..VSGLRSQARFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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