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NTDB id 77155 H7K70 RS18330 WP 182850468.1 MDLPSMLKVLASQDGSDLYLSTGAPPCAKFNGVLKPLSADPLKPGDVARIAESIMDPEQRVEFDRELEMNLAISVPN.VG 79
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAVVRD..SG 77
NTDB id 1203 PSJM300 01605 AFN76401.1 MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISARG.IG 79
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNREKNE 80
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NTDB id 77155 H7K70 RS18330 WP 182850468.1 RFRINIFKQRNEVSIVARNIKLDIPRFEDLKLPEVLLKVVMEKRGLVLFVGGTGSGKSTSLAALIDYRNRNSGGHIITIE 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVE 157
NTDB id 1203 PSJM300 01605 AFN76401.1 RFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIE 159
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHIITIE 160
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NTDB id 77155 H7K70 RS18330 WP 182850468.1 DPVEYVHRHKKSIINQREVGVDTRSFHAALKNTLRQAPDVILIGEIRDRETMEHALAFADTGHLAISTLHANNANQALDR 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 DPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQALER 237
NTDB id 1203 PSJM300 01605 AFN76401.1 DPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQALDR 239
NTDB id 1019 ACIAD RS04205 WP 004922051.1 DPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQTLER 240
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NTDB id 77155 H7K70 RS18330 WP 182850468.1 IINFFPEERRPQLLNDLGNNLKAFVSQRLVRTSDGKR.RAAVEVLLGTSTISDLIKRGDFSSIKEIMEKSKALGMQTFDQ 318
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQTFDQ 317
NTDB id 1203 PSJM300 01605 AFN76401.1 IINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQTFDQ 319
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQTFDQ 320
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LKTLGKSYESRDGEADGTNPDAGKYEPAHLDLPGNTPRSAEGVPRSMLASQAEGNPTPPPAATRTQDAASWGLELKLEEMVLEKPTEILRDKETMEPSTDFPED
NTDB id 77155 H7K70 RS18330 WP 182850468.1 ALFDLVVEGAISEDEAIKNADSANNLRLKLKLYRDGPAPAPTPAPLAAPTPPPAATRTQDAASWGLELKLEELPEETPPE 398
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQN........................VKIDME.. 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QG........................LTLEMSDD 374
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSE........................MERKMTFD 376
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NTDB id 77155 H7K70 RS18330 WP 182850468.1 DPGKHF. 404
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 DPGRSFR 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GQRRNLK 383
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