
logo MSGQTTSEYI SHHLSFLKTGDGFWNVHIDTLFFS I LAAVI FLFVFSRVGKKATTGSVPGKMQCLVE IVVEWVNGIVKENFHGPRNV
NTDB id 77086 C645 RS03270 WP 005688692.1 MSGQTTSEYISHHLSFLKTGDGFWNVHIDTLFFSILAAVIFLFVFSRVGKKATTSVPGKMQCLVEIVVEWVNGIVKENFHGPRNV 85
NTDB id 1364 HI 0485 AAC22143.1 MSGQTTSEYISHHLSFLKTGDGFWNVHIDTLFFSILAAVIFLFVFSRVGKKATTGVPGKMQCLVEIVVEWVNGIVKENFHGPRNV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VAPLALTI FCWVF IMNAIDL IPVDFLPQFAGLFGIHYLRAVPTADI SATLGMS ICVFFL I LFYTIKSKGFKGLVKEYTLHPFNHW
NTDB id 77086 C645 RS03270 WP 005688692.1 VAPLALTIFCWVFIMNAIDLIPVDFLPQFAGLFGIHYLRAVPTADISATLGMSICVFFLILFYTIKSKGFKGLVKEYTLHPFNHW 170
NTDB id 1364 HI 0485 AAC22143.1 VAPLALTIFCWVFIMNAIDLIPVDFLPQFAGLFGIHYLRAVPTADISATLGMSICVFFLILFYTIKSKGFKGLVKEYTLHPFNHW 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AF IPVNF I LETVTLLAKP I SLAFRLFGNMYAGEL I F I L IAVMYSANMAIAALGIPLHLAWAI FHI LV ITLQAF I FMMLTVVYLS I
NTDB id 77086 C645 RS03270 WP 005688692.1 AFIPVNFILETVTLLAKPISLAFRLFGNMYAGELIFILIAVMYSANMAIAALGIPLHLAWAIFHILVITLQAFIFMMLTVVYLSI 255
NTDB id 1364 HI 0485 AAC22143.1 AFIPVNFILETVTLLAKPISLAFRLFGNMYAGELIFILIAVMYSANMAIAALGIPLHLAWAIFHILVITLQAFIFMMLTVVYLSI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AYNKADH
NTDB id 77086 C645 RS03270 WP 005688692.1 AYNKADH 262
NTDB id 1364 HI 0485 AAC22143.1 AYNKADH 262
consensus !!!!!!!
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