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NTDB id 77036 H7R68 RS15545 WP 182929169.1 MKIISYKRIYQSMEYFSGLGKVQSRALFGGYSLAVDNTVFAMVAEGELYLRACEKNAAYQSQYSPPLLTVRKRGHEQQLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
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NTDB id 77036 H7R68 RS15545 WP 182929169.1 YFRVDERLWSNKSALVQLGQCSLEDAQNEKRRR.RCRRLRDLPNLSFHLELLLHEAGIKDVRTLRQMGAKTAWMRLRQIR 159
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
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NTDB id 77036 H7R68 RS15545 WP 182929169.1 KQLNVSVLYSLEGAIIGVHSAALPAQTRQELEIWVQNYTQRR....... 201
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
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