
logo MKKS ILSYEKR IYKQSQEYLASPTLGETI EHHYRASLFGGSYSTLATVDDATVFAMVSDGELYLRACEEQSAKQYCVKHNAPAPSVFWLTLYKMKCRGRPSVLTLN
NTDB id 76794 H7R61 RS08860 WP 014883254.1 MKKISYERIYQSQEYLSPLGEIHHRALFGGYTLAVDDAVFAMVSDGELYLRACEESAKYCVKNAASFLTLMKRGRPVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! *!! !!! !!!!! *!! !**! !!! !*! !!! !!!!!!!!!!!!!!!! !! !!!!*** *!! !*!!*! !!

logo YYRVDDEGSLWQRDNQRELKRLLVQRLSKSFYASLDNAALRKEKRCSQTRHNQTRENRLKDLPNLMS
TFHQLEAVI

LLFGEAVGIKTDNEVERATLRAI LGAKREMCWLKRLMRAQKQN
NTDB id 76794 H7R61 RS08860 WP 014883254.1 YYRVDDGLWQDRERLLQLSSFALNAARKERCQRHQRNRLKDLPNLTFQLEVLLFEAGITNEETLRALGARECWLKMRAKN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!* !! *!* !! * ! !! !!** !* ! !!!!!!!**!*!! *! ! !! !! !!!* !!!**! !
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RRQRELATEWAFDNASLPTEPKPQEKFNHPASESLRE
NTDB id 76794 H7R61 RS08860 WP 014883254.1 RALGIKVLFALEGAIEGLHEAALPAGIRRELTEWFNALPEPQKNHSSR. 208
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * !*!! !!!!! !*!!!!!! * ! !! !! !***! *
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X ≥ 50% conserved


