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NTDB id 76680 CSUB8523 RS03310 WP 043019598.1 ...MKKLLSILLFSS...LSLLASDNFNESKKELVELYESLGSTYQYDFYCNAPF..KANKKGKYTKFEVVKSDLYTPRN 72
NTDB id 1237 CJE RS01260 WP 002876312.1 ...MKKIISVL.ILA...LSLLNAKSFEESKKELVKFYNDLGSSYWYDFYCQAPF..KVNKKGKYISFEVIKSDLYAPRN 71
NTDB id 1303 VF RS02230 WP 011261220.1 MKLIRLLISIIAIGSAFNVLAAPPSSFSKAKKEAVKIYLDHPTS....FYCGCDITWKDKKKGI....PDLQSCGYN... 69
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ..MMIFRFVTTLAASLPLLTFAAPISFSHAKNEAVKIYRDHPVS....FYCGCEIRWQG.KKGI....PDLESCGYQ... 66
NTDB id 1297 VP RS12690 WP 005461720.1 ...MKYLFTLFLFVLSTSAFSAPPSSFSAAKREAVKIYQDHPSS....FYCGCDIQWQG.KKGV....PDLASCGYQ... 65
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NTDB id 76680 CSUB8523 RS03310 WP 043019598.1 EYTKKGKINQRAKRIEWEHIMPAQNFGKHLPCWREGGRKACQ.KDPLFAKMEADKQNLVPAIGEVNGDRSNFRYAEAPLN 151
NTDB id 1237 CJE RS01260 WP 002876312.1 EYTKKGKINQRIKRIEWEHIMPAQNFGKHLPCWKEGGRKACK.NDPTFAKMEADKQNLVPAIGEINGDRSNFRYAEAPTN 150
NTDB id 1303 VF RS02230 WP 011261220.1 ....VRKQEKRASRIEWEHVVPAWQFGHQRQCWQDGGRKNCTRKDKQFKLMEADLHNLVPAIGEVNGDRSNFRFSQWN.G 144
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ....VRKNENRASRIEWEHVVPAWQFGHQLQCWQQGGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNFSFSQWN.G 141
NTDB id 1297 VP RS12690 WP 005461720.1 ....VRKQEKRAARIEWEHVVPAWQFGHQLQCWQSGGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNFNFSQWN.G 140
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NTDB id 76680 CSUB8523 RS03310 WP 043019598.1 LEYTQYGNCKVYTDFKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMESWDKQYPMSEKERIIREKSSK..... 226
NTDB id 1237 CJE RS01260 WP 002876312.1 LKYTQYGNCKVYTDFKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMEAWDKQYPMDEKEKRIRALL....... 223
NTDB id 1303 VF RS02230 WP 011261220.1 NKGAYYGQCAFKVDFKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEWECERDKRIAKIQGNH 224
NTDB id 1148 A1552VC RS01200 WP 000972596.1 VDGVTYGQCEMQVNFKERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQLMQAWNNQYPVSEWECVRDQRIEKVQGNS 221
NTDB id 1297 VP RS12690 WP 005461720.1 MDGVSYGRCDMQVNFKQRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQLMSAWNKTYPVDKWECERDKRIAKVQGNH 220
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NTDB id 76680 CSUB8523 RS03310 WP 043019598.1 ........... 226
NTDB id 1237 CJE RS01260 WP 002876312.1 ........... 223
NTDB id 1303 VF RS02230 WP 011261220.1 NQFVYKACRK. 234
NTDB id 1148 A1552VC RS01200 WP 000972596.1 NRFVREQCPN. 231
NTDB id 1297 VP RS12690 WP 005461720.1 NPFVQEACRAL 231
consensus * ** *

X non conserved

X similar

X ≥ 50% conserved


