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NTDB id 76532 ACEE RS08345 WP 039198087.1 MEKHTLNSSILIVSLITISVVISIILLTKEKFIQSEIKTQSYQYNYLSERLSILEKLNKQHLNCKQIKDTPPINTLNTQVAEVKV 85
NTDB id 1454 ASU2 RS08165 WP 014992291.1 MTQYKLNGSTLIFSLITISFVLTIILVTKEKFIQSEIKTQHYQRHYLSEKLSILEKIRSKNSNCNLIKPE...QLILDRIAEVKI 82
consensus ! * !! ! !! !!!!!! !**!!!*!!!!!!!!!!!!!*!! *!!!!*!!!!!!* * !! !!* **** * *!!!!*
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NTDB id 76532 ACEE RS08345 WP 039198087.1 ATKKQKYSFYCIKKSLFIGKRPTKEKYIHFSRLADVLNLANTEISEITHLNELPVTSEQDPKIILVKGDINETLNQDFYGIIITS 170
NTDB id 1454 ASU2 RS08165 WP 014992291.1 ETEEQKYSFYCIKNSLFVGKKPTKEKYIHFSQLSDVLDISHADIIEIEHLNELPKSSEQDPKIVLVMRDIDETLSQDFYGIIITN 167
consensus ! !!!!!!!!! !!!*!!*!!!!!!!!!! ! !!! * * *! !! !!!!!! *!!!!!!!*!! !! !!! !!!!!!!!!

logo HHYFDIKGNTAKFIYGI LYSSYDNNREERNITFKKNSVI
VLNLENKYAHYWEQELPDSSRNMLNNE

NTDB id 76532 ACEE RS08345 WP 039198087.1 HHFDIKGTAKIYGILYSSYDNNREERNITFKKSVILNLENKYAYWEELPSSRNMLNNE 228
NTDB id 1454 ASU2 RS08165 WP 014992291.1 HYFDIKGNAKFYGILYSSYDNNREERNITFKKNVVLNLENKYAHWQELPDSRNMLNNE 225
consensus !*!!!!! !! !!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!*! !!! !!!!!!!!
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