
logo MSCYQNINAVIVKHNKRLSAFLSL I ELLLSLSTLAS IVFS ILLLLATAKSYATQFTQNNSVKQKELLFLQKEATHQI
L IHYFQQHIQHLGFQGSVNYRENS

NTDB id 76531 ACEE RS08340 WP 039198085.1 MSYQNINAVIVKHKLSALSLIELLLSLTLAVFILLLAAKSYAQFTQNNSKQKELLFLQKETHQLIHYFQQHIQHLGFQGVYRENS 85
NTDB id 1453 ASU2 RS08160 WP 014992290.1 MSCQNINAVIVKNRLSAFSLIELLLSLSLSISLLLLTAKSYTQFTQNNVKQKELLFLQKEAHQIIHYFQQHIQHLGFQGSNRENS 85
consensus !!*!!!!!!!!!**!!! !!!!!!!!!*! * *!!! !!!! !!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!!!! !!!!

logo NFYLFEHKEKNKRYAVLDNEKSCL I FFYDLNNSDGCLGKRKTKNSLVC I
VNNEKI

TNNTHDLAKE I FGFKFI ENSQE IY I
LYDKNKNLATDTCKRDKHNECAEGK

NTDB id 76531 ACEE RS08340 WP 039198085.1 NFYLFEHKNKRYVLDNESCLIFFYDLNNDGCLGKRKTKNSVCINNKTNNTHDLAKEIFGFKFENQEIYLYDKNKLADCRDNECAK 170
NTDB id 1453 ASU2 RS08160 WP 014992290.1 NFYLFEKENKRYALDNKSCLIFFYDLNSDGCLGKRKTKNSLCVNNEINNTHDLAKEIFGFKIESQEIYIYDKNNLTTCKKHECEG 170
consensus !!!!!!* !!!! !!! !!!!!!!!!! !!!!!!!!!!!!*!*!! !!!!!!!!!!!!!! ! !!!!*!!!! ! !* *!!

logo LLNASCPQEKWKKFLTFS IDEDFKVDEKLSFSWKDKPEKI
LMQVTLKLAI SVKQYKNNI EYSTTNSYIY I LN

NTDB id 76531 ACEE RS08340 WP 039198085.1 LLNSCPEKWKKLTFIDDFKVEKLSFSWKKPEKLMQVTLKLASVKYKNIEYSTTSYIYILN 230
NTDB id 1453 ASU2 RS08160 WP 014992290.1 LLNACQEKWKKFTSIEDFKVDKLSFSWKDPEKIMQVTLKLISVKQNNIEYSTTNYIYILN 230
consensus !!! !*!!!!! ! !*!!!!*!!!!!!! !!!*!!!!!!! !!! !!!!!!! !!!!!!
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