
logo MKSFAKNLLKNTQKFPSL IGFVSENHQATYRCFVWENVPSENKI
TE I

VSWQTVKASEDNTDFSWLQQAI
VKFPEKNSTFVRS IVPFQYIWRKYLFLPLSY

NTDB id 76527 ACEE RS06175 WP 039197447.1 MKSFAKLLKNTQKPSLIGVSENQAYRCFVWENVPENKTEISWQVKAEDNDFSWQQAVKFPENSTFVRSIPFQYIWRKYLFLPLSY 85
NTDB id 1461 ASU2 RS06190 WP 014991938.1 MKSFANLLKNTQKFSLIGFSENHTYRCFVWENVSENKIEVSWQTKSEDTDFSWLQAIKFPKNSTFVRSVPFQYIWRKYLFLPLSY 85
consensus !!!!! !!!!!!!*!!!! !!!* !!!!!!!!!*!!! !*!!! ! !! !!!! !!*!!! !!!!!!!*!!!!!!!!!!!!!!!!

logo

N
SQTMIYRSQI LVQVLCRQRELP I

LALEDEVYFDYQLSFPLPNDGLVRVL IVYALRRNYADLSLLLQTDTI LDCELYCFAVRGFNHYLFSANSETLAQED
NTDB id 76527 ACEE RS06175 WP 039197447.1 SQTMIYRQIVQVLCRELPIALEEVYFDYQLFPLPNDGLVRVLVYALRRNYADLLLLQTDTILDCELYCFVRGFNYLSNSTLAQED 170
NTDB id 1461 ASU2 RS06190 WP 014991938.1 NQTMIYSQILQVLRQELPLALEDVYFDYQSFPLPNDGLVRVLIYALRRNYADSLLLQTDTILDCELYCFARGFNHLFASELAQED 170
consensus !!!!! !!*!!!* !!!*!!!*!!!!!! !!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!! !!!!*! ! !!!!!

logo R I
VYATLENKTFRLTAKALEFNSSDLTLQANCDNLSHLELPEGS ITKDPFLYLVTALGACSLWNGKG

NTDB id 76527 ACEE RS06175 WP 039197447.1 RVYTLENKTFRLTAKALEFSSDLTQANCDLSHLELPGSTKDPFLYVTALGASLWNGKG 228
NTDB id 1461 ASU2 RS06190 WP 014991938.1 RIYALENKTFRLTAKALEFNSDLTLANCNLSHLELPESIKDPFLYLTALGACLWNGKG 228
consensus !*! !!!!!!!!!!!!!!! !!!! !!! !!!!!!! ! !!!!!!*!!!!!*!!!!!!
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X ≥ 50% conserved


