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NTDB id 1109 OK783 RS10670 WP 157147416.1 .....AGVAS.ASTIKGKYVQKVEVA.....KGVVTAQMAS...TGVNKEIQDKKLSLWA..........KRQDGSVKWFCGQPV 131
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NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATSTGAIDWACASAA 159
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.A.......AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ............SPAATPNVQS..IAIG..ANGVITITYTA.A.......AGGGTIIMTPT.........LQANGDVTWTCTGG. 123
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consensus * * *** * * * ***** * * *** * * * ! !*

<0

logo

A
K
T
A
E
N
R
G
Q
A
T

D
G
N
A
A
T
D
A
D
K
N
S

D
TDARS

T

A
F
V
A
G
I

P
V
T
G
S
A
S
D
G
T
A
K
V
D
D
G
T
A
G
T
V
N
K
M
N
G
A
E
K
S
T

L
I
A
E
L
P
D
K
A
T
R
K
R
H
Y
R
V
A
LPTASSETCKQRGPDAEKSASDAAGTK
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