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LR LA A R e e L UL

MKQIIGYLRQSTWKQQSLAAQKQWIEA ARSKHINI QMINFYSDKQSGRIDIRINGYWAIT LIQQGQCD LCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQITQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRNLKNAL

R R S B T e

KL KLCQWYHVHILSVHDGYFDMDIJAFDRLKLNIFISLAELESDNIGEQV NG IMEKAKQG ITTHAPFGYEIYHNGTFINI IR
KLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHRIGTFIINQNE

KLIKLCQTYHVHILSVHDGYFDMDQAFDRIJKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YHNGINFIINQNE

S TRV AL EEe o VRN A R Gl P2 ST alGpuso

PTVKAVFNYY WGMGYKKIAQMLEID I INRISPYQVRNII NPNYCGRVMNQYGQ NMFP IVST IYE AQUMIR QKIg KIJ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQHEKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQ XQ
D

LT RSO LAV AR oF k) W Eoe v DRl Vs
K K Y NE.H.TN Tv Q SILAT R QL SIVINAT

I93S NQLKQKIKCPMC TLTNMTIRKKBIHTLRYYVCPINMNASRFVC FKGINAQIALESSIVLIWAC[ADF QNQ[N Y KINpsuNTI[efe]
TSSDNQLKQKIKCPCCNWTLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIKSAIDK
TSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVC DFYQNQRIYTKIK[AIDK

LA DTS R AL P

Al
R KRQR IEM WTLNBEQLIEKLAQIWIDAETFREQTQSLRQOEEGE SIKNRYQIL INJQNIIQWNRFTLN LYPYI I3
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHMIQNI IQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHWIQNIIQKRFTLNILYPYIETIHITKDK
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X non conserved
B similar
>50% conserved
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