
logo MKLKLKNFKPNNLWYAI
VCSSSMVAI FTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNSNSYGENRLAMLKNGMNAFLASN

NTDB id 75967 H7R23 RS01770 WP 032052644.1 MKLKLKNFKPNNLWYAICSSSVAFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNNSYGENRLAMLKNGMNAFLASN 85
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNAFLASN 85
consensus !!!!!!!!!!!!!!!!*!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo NPVLNDTRVGLGNFSADNGDSRSGQI
VLVAAAPLGDASTLNTMVGSQRYKLKQAVANSLTAGSGSYTPSAHAYAEAAAYLMGTTTLYKSENAINLY

NTDB id 75967 H7R23 RS01770 WP 032052644.1 NPVLNDTRVGLGNFSANGDSRSGQVLVAAAPLGDASTLNTVGSQRYKLKQAVANLTAGGSTPSAHAYAEAAAYLMGTTTYSEANY 170
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLMGTTTLKNINL 170
consensus !!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!! ! !!!!!!!!!!!!!!!!!!! !
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YWDSNSSWSLTSNPGPVDI STAGLTQQAASCYDTATNS ISDGWQTLYLSSYGTTYCYYKKTTFG

NTDB id 75967 H7R23 RS01770 WP 032052644.1 AIRK..DSYIKRVRKSDNRTEYSYCTNYRDSQIDTTNLWQPCRSNSYWSNWSTSNPGVDTAT...AYDTSSDWTYSYTYYY.TTF 249
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VDAPIYFSYVTYDRRGRVITNYHACTEWNTEGT.IC.........NSWDSSSLSNPPVISGLQQASCTANIGWQLLSGTCYKKTG 245
consensus *** !!* !* ! !* !! * * ********** ! ! !!!*! ** *** * ! *!* !
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NTDB id 75967 H7R23 RS01770 WP 032052644.1 NYAVANADSGIPKSKSNDTASNPNIVVDRNASNLNAIYQSPLPAVTNRQSCDGQGIYFLSDGEPNNTTNTRSATVMSTALGSTLG 334
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LITINNLDSGFNKSIS............GSKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFG 318
consensus * ! !!! *!! !************ * !*!!!!!! !!!!!!!!!!!!!!!!!!! !! !!!!**!!!!!!!! !

logo ADNFNTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVS IQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFSDRGKGDDALCSPNQTT
NTDB id 75967 H7R23 RS01770 WP 032052644.1 ANFTCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQSDRKGDDACSPNQTT 419
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPNQTT 403
consensus ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!! !!!!!!!

logo NAI
V
A
TAPGYGNGGFFPSTQSAQGVTDSVIAF INNLDEKVPLEQPLTTGAI SVPYDALNPKNLQEYGYLRAFLEPNPANTYLTWRGNLKKY

NTDB id 75967 H7R23 RS01770 WP 032052644.1 NAVAAPGYGNGGFFPTQSAQGVTDSVIAFINNLEKVPLQPLTTGAISVPYDALNPKNLQEYGYLRALEPNPANTYLTWRGNLKKY 504
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKY 488
consensus !!* !!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo HVVLSGGTNAGAFEANTGGLVYNASTGAFRTGTKDYWNSSNTYNDGGKNVFFLGGSYAKVPLP IAGQNETRDAEDEGNI ITKYYYAVQSTKIRN
NTDB id 75967 H7R23 RS01770 WP 032052644.1 HVVLSGGNAGAFEANTGGLVYNASGAFRTGTKDYWNSSNYNDGGNVFLGGSYAKVPLPIAGQNETRDEDGNIIKYYYAVQTKIRN 589
NTDB id 1063 ABD1 RS15730 WP 000768961.1 HVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRN 573
consensus !!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !!!!! !! !!!!!!!!!!!!!!!!!!! *!!! !!!!!!!*!!!!



logo LFTDVSAVAADGSLTKI STSGTNLLKIPAAPPEGTNPFDSTVANTASYVLGKFDNAPSTGQDNI LKAFP IGSLKLKI LNYLGYSTDI SAT
NTDB id 75967 H7R23 RS01770 WP 032052644.1 LFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDSVANTASYVLGKFNASTGQDILKAFPIGLKLKILNYLGYSTDISAT 674
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISAT 658
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! *!!!! !!!!!!! !!!!!!!!!!!!!!!!!!

logo TLPSSLVTLSNEPYLSMGGS IHSLPVQLTYNGTLDDENGNLTSARAEQS I LYGTMEGGLHIVDASSTGI
VEQMAVFVPADI LNDPSVASKAL

NTDB id 75967 H7R23 RS01770 WP 032052644.1 TLPSSLVTLNEPYLSMGGSIHSLPVQLTYNGTLDENGNLTSARAQSILYGTMEGGLHIVDASTGVEQMAFVPADILNDPVASKAL 759
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKAL 743
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!*!*!!! !!!!!!!!!*!!!!!!

logo VVGQSDATSTAPAHGMDGAWVSDPAYNS ITTTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDNVLNSPATSPKLLFR I
VGADQTDYSRMG

NTDB id 75967 H7R23 RS01770 WP 032052644.1 VVGQSDTTAPAHGMDGAWVSDPAYSITTTGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLNVLNPASPKLLFRVGADQTDYSRMG 844
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMG 828
consensus !!!!!! *!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! !!!!!!!*!!!!!!!!!!!

logo QSWSKPVLANIRYNGSVIKRRVLMIVGGGYDQCYEKNPNITLSTDNASCFTNGKAKGNAVYI IDAKTGEQRLWWTSDTGSNI
TDNASNMKHS IVS

NTDB id 75967 H7R23 RS01770 WP 032052644.1 QSWSKPVLANIRYNGVIKRVMIVGGGYDQCYENPNITLSNSCFTNGKAKGNAVYIIDAKTGERLWWTSDTGSNIDNSNMKHSIVS 929
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVS 913
consensus !!!!!!!!!!!!!!! !*!!*!!!!!!!!!!! !!!!!* !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !! !!!!!!!!

logo R I STLDRDADGLVDHLYFGDLGGQI FR I
VDLNNNQTKTNSTYSSFGVRVVRLANLATNDASTYDGSSTNDYTAGGNAPRFYEPPTVTIHD

NTDB id 75967 H7R23 RS01770 WP 032052644.1 RISTLDRDADGLVDHLYFGDLGGQIFRIDLNNNQTKTNSTYSSFGVRVVRLANLATNDATYDSSNDYTAGNAPRFYEPPTVTIHD 1014
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHD 998
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! *!!!!*!!!!!!!!!!!!!!!!

logo YGIHRTF ITVGIASGDRSTPLDVYPLTGREGMS
TPSTSTALSGRPVNNVYGI IDKRDF IVKKNLMSLTDNSQLETKDITRSTGTLRKNPQI LRST

NTDB id 75967 H7R23 RS01770 WP 032052644.1 YGIRTFITVGIASGDRSTPLDVYPLTGREGMSPSTALSGRPVNNVYGIIDKDFIKKNLMSLTDSQLETKDITRSTLRKNPQILRS 1099
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRT 1083
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!**!!!!!!!!!!!!!!!*!!*!!!!!!!!! !!!!!!!!!* !!!!!!!!!*

logo GETRVAQI FFPNTTGVGKQGSGWYRSLSSMTSDGTEKANNNSFR IKGGLKAFEEPMAITGNTL I IVPVYDPQGTGIVAADPCLPRVVGETDQR
NTDB id 75967 H7R23 RS01770 WP 032052644.1 GETRVAQIFFPNTGVGQSGWYRSLSSMSDGTEKANNNFRIKGGLKAFEEPMAITGTLIVPVYDPQGTGIVAADPCLPRVVGETDQ 1184
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDR 1168
consensus !!!!!!!!!!! !!!! !!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!



logo QTYCLPFGACLNSDGS IDQNKENGHSGFEKTQTGTNCPVGASECNKNVIGSGIRGSVTFVPTEDNPPAMTNSCGKLKLSGNEQSGTGEQWQ
NTDB id 75967 H7R23 RS01770 WP 032052644.1 QTYCLPFGACLNSDGSIDQNKENGSGFKTQTGTNCPVGASECNKNVIGSGIRGVTFVPTEDNPPATNSCGKLKLSGNESGTGEWQ 1269
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QTYCLPFGACLNSDGSIDQNKENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQ 1253
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!! !!! !!

logo CTSHLVPATRWYERYR
NTDB id 75967 H7R23 RS01770 WP 032052644.1 CTSHLVPARWYERYR 1284
NTDB id 1063 ABD1 RS15730 WP 000768961.1 CTSHLVPTRWYERYR 1268
consensus !!!!!!! !!!!!!!
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