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NTDB id 75745 PHLH3 RS05380 WP 244862983.1 MSGESTVLGGQPARRIFRLYNLYRLIIGLALVGLISSELDSELLDLARAQLFRNASWFYLLLNILIALMVRHPKHMLQVFSLALV 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! *! ! ** !! !!!*!!!! !!! !! !!!!!!* *! ! ** !!* *!!*!!* !!!*!! ** ****!**! !!!
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NTDB id 75745 PHLH3 RS05380 WP 244862983.1 DVILLSCLFYAAGGTPSGIGNLVIVAVAIANILLRGRVGLLIAAVATIGMIYLTFYLSLSRPEVANQYVQAGALGALCFAAALFV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!**!**!!!!*!! !!!!! !**!!!!!!!!!!!!!*!!*!!! !**!**!!!!*!!!! !* !*!!!!!*!! !!!!!!! *
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NTDB id 75745 PHLH3 RS05380 WP 244862983.1 QGISKRLQLSETLAEKRAADVANLEALNALILQRMRTGILVLDAQHRVLLANQGAQTLLGRDDLAGRIIDPQSPELVKRLQQWMD 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !** *! *!!!!! !! !!!!! !!!!!!!!!!!!!!!*! * *!!!!!*! !! !!* ! * **!! !**** !!

logo NPASLRPPQSTLKQAVMVPDEGPTVLVQPSF IVPSLNQREGDEDQQRDHTVL I FLEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQESEE
NTDB id 75745 PHLH3 RS05380 WP 244862983.1 NPALRPQSLQAMPEGPVLQPSFVPLQRGEQRDTLIFLEDISQIAQQAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !! !!!**! *!*!! *!!!!**!*! * * !!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDTAGPDRRLATQI IQDQSKRRMNLVI ENVLQLSRRRQASEPQLQLDLKEYWLHQRFAVDSEFYPRGNARLSGRNPDGQSETLHI
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NTDB id 75745 PHLH3 RS05380 WP 244862983.1 LTGPDRRLAQIIQDQSRRMNLVIENVLQLSRRRQSEPQLLDLKYWLHRFASEFRNASGPGQTLHIETNSGTIQTRMDPHQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! *!!!!! !!!!!!!*!!!!!!!!!!!!!!!!! !!! !!!! !!*!! !** * !!* ! !!!!!!!!!! !!!
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LDYR

NTDB id 75745 PHLH3 RS05380 WP 244862983.1 TNLVQNGLRYSFQKNKVGQVWLRLFRDPESDLPILEIMDDGAGVPPEQVQHIFEPFYTTESKGTGLGLYISRELCESNQARLDYR 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!! ! * !!!!! ! !!!!!!!!*!!!*!!!*!!!** ****!!!!*!!!!!!!!!!!!*!!!!!!!!!!!*!!!
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PREETGGGSCFR ITFAHPRKLS

NTDB id 75745 PHLH3 RS05380 WP 244862983.1 PRETGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!! !! !!!!!!!!!!!!!
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