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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 75708 KI243 RS08615 WP 212810692.1 MRTGMLALAAGLLALRFLPQLPPVGMLAVLSLVGLMLLPF........RSY....PVALFLFGFSWACLQAHWALADRLALALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF........RWR....PLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 75708 KI243 RS08615 WP 212810692.1 QTLWLEGRVVGLPQPGDAVQRFELADAT.ARRGVLPRRIRLAWYGG....................PPVGSGERWRLAVKLKSPR 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
consensus ******! ! *!!* *** !!** * * * ***! !*!!*!!!* !** *!*!!*!***!!*!

logo

S
G
M
L
L
M
VNPGHSAGFDGRYEYAAWMLLADQRDRVIRGAATGYTI

V
Y
K
A
D
TGEKQLRAILRAENALMGEADAGSGVGALPRSSTVEGARSWRADRAI

L
VRRQHRMLLAQTAVLEPAEHRARGQRYAAGPATVLIAVALVLVGDQGSGI

L
A
S

NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 75708 KI243 RS08615 WP 212810692.1 GLLNPHGFDREAWLLAQRIGATGTVKDGQLLA..............PSTGSWRDAIRQRMLQVEAR.GQAATLVALVLGDGSGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 75708 KI243 RS08615 WP 212810692.1 AETWRILQDTGTVHLLVISGQHIGLFAALVYGLIA.......GLARYGLW..PQRRPWLPWACGLAFVAALGYGLLAGFGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
consensus **!*****!!**!!**!!!*!****!*!****** *!!!**** !*!*!********!***!**!**!!!**!!**!

logo

T
A
L
C
A
LMI

L
V

G
A
I
L
TVALVLAWRLARDFRSHVLPGAVSTWW

L
S
PLCL ILWAALANVGLVALMLFVEDPW

LAVSMLQRSAPGGFWLSFAGVAVALVI
L
F
I
V

F
L
W

A
I
T

A
F
S
R
G
I
R

V
R
AADARDDVRRPAWPV

L
R
G
V
A
P
W
G
R
S

G
I
W

L
W
Q
R
A
G
T

A
L
W

NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 75708 KI243 RS08615 WP 212810692.1 ACAMIGLVLLWRLRFRHLGATWPLLLALNLVLLFEPLASLRPGFWLSFAAVAVLVFTFSRR..............LGAWGIWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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VPVWVI SFLVLMVTVLTVPLALMLGSTAFLLLWPELVPWLSVQGPEVAL ILWALEAAGSGFLALAEWVLMLPFELWGLDLAQLAIVLAGLPGRWGIQSPVA
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 75708 KI243 RS08615 WP 212810692.1 TRAQWTIALGLVPFLLVLGLPVSLSGPWVNLIAVPWISLMVLPLALLGTLLLPLPWVGEALLWLAGGLLELLFLGLAQVALRIPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 75708 KI243 RS08615 WP 212810692.1 WLPEAIPPWAWLLGSLGILLLLLPAGVP...LRPLGWPLAALMVLAPPSRMPEGQAEVWQLDVGQGLAILVRTRHHNLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 75708 KI243 RS08615 WP 212810692.1 FGDF.DLGQRVVLPSLRKLGVRALDLMLISHADADHAGGALAVRNGLPVGRVLSGDAAGLP.......AQLFAESCVSGERWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWN 600
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WLQLVAPHHGSNRTSSSSAGMVAFLADQRALVSA
NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 75708 KI243 RS08615 WP 212810692.1 GVSFALWQWP......DATDSNQRSCVLQIEASGERLLLTGDIDIQAEQAFLQ..SPLAVAGDWLQAPHHGSRSSSSMAFLQRLA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 75708 KI243 RS08615 WP 212810692.1 PRAVLISRGHGNAFGHPHPQVMARYQALGMQVHDSAEQGAVRLQLGA..FGAARSQREQRRFWRWAAED.............. 742
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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