logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

Eroet s ses Dl T s heesene oot s BRth Eant s

MTSGIBSTDENRRIRAVND K GLESIVRN T B AN () FIE SEBYDAQGFE ASBTRK|BMY NERFQRE IFEEK RISLBIGSF ALG
DIALL [R)AR]: J5c SDLF - -WGIAPPSI: GGl TE.SEQ FKPGESEATMAT DAEQRREFDRDLEMNIAISRT
NQY|SDGUIL THKESSIMSRNVEAIZT L YRMDEEERAOGEAL . §|VABNT AJSEH ARQAEFK TRIAANIV:SMAVRD

D

FEKINS LMVE.G SDLFITAG PPSHIK NGl LIMNKT PEMTRETMHGERUN QQRREFT NHINCIIV:WES AR
FNDIRENIBUVNK H KNIy e EPSLK N{EEBTIZMS K TK GDMIAQ 1S INNRNQOR[NEFIE THECNFAILNR
* x 11 * | % | kk k% * %k * * *

I

MJW$gaJM%Q@t w%&megWMM%@%H

*

PEE k] Pl U ! Poe ook 11D Dotk 1ok

@@Hﬁ% ) e el BTN DL AT el LA

NAAX
TIEDPIEF HPNKASIINQREVGSDTLSF DAL ‘LYALRQAPDVIL 'GE ' RPMETI§EIA
TIEDPIE THIHMBSIIINQREVG DTIHSFIEENALKNTLRQAPDV LIGEIRBRETM [jslA AFAETGHLV
T EDPIEF HIBHIQICI TQREVG DT S E ALKN LRQAPD ILIGEIR RETM MA EFAETGHLC
IEDPIEFIHWNHMWNCI TQREVG DT SFE ALKNTLRQAPDVILIGE R RETM [slA AFAETGHL{S
TIEDPIEFTHIZHINYCIITQREVG DT SFE ALKNTLRQAPDVILIGEIR RE[M MA
* e | kPksk DLl I xl *x 11 rrrrn P b k| I I A I I I B e I I B AR |

AL e oL s L VL e e e ot

k1 x % * % Pk kot Dok || *ok |k | okok S ok | * % 11 x * ok ko | * [

TFRO e

;@mmegm@ 65 A

SAG SMTPAAPPlPAYNSASS.STGRGGDFGRGAAAP
GPG PPSS GE....WGL.HD...................

.GEcH. .. ... lQN KID ...............
TDGEHLTRVE. ... ... TLE DDDPGRSFR ......
NKP.DNRER ...... lSE ERK FDGQRRNLK ......

159
155
1563
155
156

239
235
233
235
236

319
314
313
315
316

396
370
368
381
383



logo

NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 75681 KI231 RS16620 WP 212809135.1
NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
consensus

ATPAAPAACRSEPCRAGCFCRR
ATPAAPAAGRSEPGRAGGFGRR

X non conserved
B similar
> 50% conserved

418
370
368
381
383



