
logo MKKLGFTLVALVLFLASAVI
V
G
I LFVACAGSGQKGKDTSTTKSGNQSKLKNVVATNS I IADITKNIAGDKIDNLHS IVP I

VGKQDPHEYEPLPEDVKKTSEKADL IT
NTDB id 75666 DK43 RS08615 WP 003028893.1 MKKLGFVAVLFLAVVGLFACAGQKGTSTKNSKLNVVATNSIIADITKNIAGDKINLHSIVPVGKDPHEYEPLPEDVKKTSKADLT 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADLI 85
consensus !!!!! * !!!! * ! !!! ! *! !! !!!!!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!!!!!!!!!! !!!

logo FYNGINLETGGNAWFTKLVEKNAKKTENKDYFYAVSDGVDEVIYLEGQNSEKGKEDPHAWLNLENGI I FYAKNIAKQRL ISAEKDPKNNKEFTYE
NTDB id 75666 DK43 RS08615 WP 003028893.1 FYNGINLETGGNAWFTKLVKNAKKTENKDYYAVSDGVEVIYLEGQSEKGKEDPHAWLNLENGIIYAKNIAKRLIEKDPKNKETYE 170
NTDB id 439 SPR RS07420 WP 000733056.1 FYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFYE 170
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! ! !!! !!! !!

logo KNLKAEYTADKLDEKLDKEASKADKFNKNIPAEKKLMIVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTLVEKLRKQTKVPSLFVES
NTDB id 75666 DK43 RS08615 WP 003028893.1 KNLKAYTAKLEKLDKEAKAKFNNIPAEKKMIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQIKTLVEKLRKTKVPSLFVES 255
NTDB id 439 SPR RS07420 WP 000733056.1 KNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVES 255
consensus !!!! !! !!*!!!!! ! !!! !!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!

logo SVDDRPMKTVSKQDTKNIP IYAKQI FTDS IVAEKQGEKEKGDSYYDSMMKW
YNLDKIASEGLASK

NTDB id 75666 DK43 RS08615 WP 003028893.1 SVDDRPMKTVSKDTKIPIYAKIFTDSVAEKGEKGDSYYDMMKWNLDKISEGLSK 309
NTDB id 439 SPR RS07420 WP 000733056.1 SVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!!!!!!!! !! !!!!! !!!!!*!! ! !!!!! !!!*!!!!! !!! !
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