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DHAERTS

MKKYI)J RMMLRSL SIF VTWLTYTIIYTMVPR LIF QDPNYNKIAJNT|ZDISKANYENTI ER GYIDYYDTKELQEKAS|®2 BEIS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

VT THERAIYOENBEL B AR e AT N LAR

Q
VITKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VITKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW

LA S TS

SVVGSGTKHKYLLYFNSQFP HQNFV NLGHMSYPTYANIMEVLEVI QGQGQTK SV FPTGKKWSSV IY RTYKSP|QQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSYVNFPTGKKISSVDIYSRTYKSPSQADA

D S L AT

RDRSYYGENDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMARMFKNTLFDSVSTG LTFLLSLPTIALVYIIRLIG
RDRSYYGEWDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMAIMFKNT FDSVSTGVLTFLLSLPTIALVYIIRLIG
RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG
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IVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKEEEEYS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK NS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK 3N
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B similar
> 507 conserved



