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NTDB id 75625 KI237 RS09310 WP 212799566.1 PHSVLISRGQGNAFGHPHPQVMARYRRSGLAIYDSAEQGAIRLQLGA..FELPRSEAGHRRYWRDPPGVGPPGQY........ 748
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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