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LFGI LALT
NTDB id 75621 KI237 RS04225 WP 212798928.1 MSAEASSPREKQAQRLLRLYHLYRLSIGITLVLLISSKLDNRLLEFANDDLLRSGSWLYLVLNILLVVFLENTRRPARLFGLALT 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !! * ! !*!!*!!!!!!!!!*!!* !!!!!!! !* *! ***! * !!!*!!! !!!* *!!***! * **! !!!!
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NTDB id 75621 KI237 RS04225 WP 212798928.1 DVLLLSWLFFTAGGVPSAIGNLLIVSVAIGNTLLRSRVGLLIAAVAAIGIVGSTFFLGLSDSNRPSSYLQAGTLGALCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!*!* !!* *!!!!!*!! !!*! !!!*! !!! !*!!*!!! ! *!** !!!! !! * * *!*!!! !! !!!!!!!**

logo QAGLTVRRLQEAQSTETLAEEQRAESETVAIGNLEAELNAL I LQRMRTGI LVLVDRSERQRAR I
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QLANEQASALGNLLGRMQDHDLVQVGAQRS ILDGDRHYCSPTAMLMVEHCRLMKQLQWLRLN

NTDB id 75621 KI237 RS04225 WP 212798928.1 QGLTRRLEASETLAEQRASEVIGLEALNALILQRMRTGILVLDRERRVQLANESALNLLGMHDLVGQRIDDYCTALVERLQLWLN 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! !! ! *!!!!! !! ! !! !!!!!!!!!!!!!!!*! * !!! !! !! *!* ! * *** !**** !

logo NPSLRPPSTLKTVTVGPDTGLPTLVQPSF IASLGNHREYDDQQHQFVL IVFLEDI
L
A
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VAQQAQQLMKLAGSLGRLTAGIAHE IRNPLGAI SHAAQLLQRESEE
NTDB id 75621 KI237 RS04225 WP 212798928.1 NPSLRPPSLTVTGTGLTLQPSFIALGHYDQQQFLVFLEDLAQVAQQAQQLKLASLGRLTAGIAHEIRNPLGAISHAAQLLRESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!!!!!!*! ! * !*!*!!!!! ! * ! !* !*!!!!* !*!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo LDNANAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQATETPQQRLDLKRETWLDQQRFVDREQAYPRDGRSLMARENDHQSEHLHLQS ILDGAPGDI
Y
I
QTLRMDPDHQLNTQVL

NTDB id 75621 KI237 RS04225 WP 212798928.1 LNNADRRLTQIIQDHSQRMNRVIENVLQLSRRQQTTPQRLDLRTWLDQFVRQARDSMAEHQHLHLSIDPGDYITLMDPDQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! *!!!!!!!!!!*! !!! !!!!!!!!!!! ! !! !!!* !! !! * * * *!!! * *!! ! !!!*!! !!!
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SNLLVQRNAGLWRHYGSAMQAHEGQRAGEQAVWLKSLAF IRDPEHSDQLPSTVLDE I IDDNGPGVPTAPDEKQLQANHNLFEPFFTTESSKQGTGLGLYLSRELCESNQAR I

LDFYKR
NTDB id 75621 KI237 RS04225 WP 212798928.1 DNLLRNAWRHGAMAHEQAEAWLKLFIDPHSQLSTLDIIDNGPGVTPEQQAHLFEPFFTTSSQGTGLGLYLSRELCESNQARLDFK 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus !!* !* !* ! !! * !! ! !!*! !* !*!!! !!!!*** *!!!!!!!! ! !!!!!!!!!!!!!!!!!!!*!**
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S

NTDB id 75621 KI237 RS04225 WP 212798928.1 PR.QGGGCFRITFAHGRKQI 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus *!* !!!!!!!!!!!*!!
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