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M FEKIESNAYIGL L NMQW ENQL TH YDALIEQN MYLG [J@9#DM VAYNNWKLRQL LSWEEWRR FQFIFIK MQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

T 000 1L Toesol DT LT IANSSKS VDL NS yiosSNe R

NHQFTPDSIGFI L LLEBRLTEIMy D EIGSGTGNLA T NNSSKI} YMGIEVDDLLIDLSASIA l6SVINF QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

CALAE SO0k A i . ECSLRYLRRE S ATFLARLLEQCe L Loy

PQILKESDVIISDLPVG YPNDRIARYE\V [PEAHTYAHHLLMEQSLKYLKK G AIFLAPIY LLTSIZQSPLLKAWL|(CYENY)
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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