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LLGVALFLSAVFI ILLVACASSGTGKKTDKTATKSGSDQKLKVVATNS I IADI
MTKANIAGDKIDLHS IVP IGQDPHEYEPLPEDVEKKTSENADLV

NTDB id 75508 DK93 RS06590 WP 004218965.1 MGKRMSLILGAFLSVFLLVACSSTGTKTAKSDKLKVVATNSIIADMTKAIAGDKIDLHSIVPIGQDPHEYEPLPEDVEKTSNADV 85
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus * !** *! !!! *!!!! ! ! !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!*

logo I FYNGINLEDTGGNQAWFTKLVEKNAKQKTEKNKDYFAVSDGI
VDVIYLEGAQNSEKGKEDPHAWLNLENGI I FYASKNIAKQL ISAKDPKNNKEFTY

NTDB id 75508 DK93 RS06590 WP 004218965.1 IFYNGINLEDGGQAWFTKLVKNAQKTKNKDYFAVSDGIDVIYLEGASEKGKEDPHAWLNLENGIIYSKNIAKQLIAKDPKNKETY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!! !!*!!!!!!! !! !! !!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!* !!!!!!! !!!! !!! !

logo EKNLKAEYTVADKLDEKLDKEASKDSKFDNAKIAPAEENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKSSTL IVEKLKRQVI
TKPVPSASLFVE

NTDB id 75508 DK93 RS06590 WP 004218965.1 EKNLKAYVAKLEKLDKEAKSKFDAIAENKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQISSLIEKLKVIKPSALFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!!! ! !!*!!!!! ! !! !* !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!*!!!* !** !!!!

logo SSVDDRRPMEKTVSKQDSTGNIP IYASEQI FTDS IAEKKQGKEPGDSYYASMMKW
YNLDKIASEGLAK

NTDB id 75508 DK93 RS06590 WP 004218965.1 SSVDRRPMETVSKDSGIPIYSEIFTDSIAKKGKPGDSYYAMMKWNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!! !!! !!! !* !!!! !!!!!!! !!*!!!!! !!!*!!!!! !!!!!
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