
logo MAGNSRTNDI
V
K
TVHYCSFCGKNSQDDEVKKI IAGNGNVF ICNECVAELSQE I IKREELAEEVLADLSTEVPKPKELLADI

VLDNQSYVI
VGQDRAKRAL

NTDB id 75502 DK93 RS05100 WP 002984948.1 MAGSRTNDIKVYCSFCGKSQDDVKKIIAGNNVFICNECVALSQEIIKEELAEEVLADLTEVPKPKELLDVLNQYVVGQDRAKRAL 85
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDRAKRAL 85
consensus !!! !!!!* !*!!!!!! !!*!!!!!!!! !!!!!!!! !!!!!!*!!!!!!!!!!!*!!!!!!!!! *! !!*!!!!!!!!!

logo

A
SVAVYNHYKR I

VSFTESQRDDDQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATASLTEAGYVGEDVENI LLKL IQAADY
NTDB id 75502 DK93 RS05100 WP 002984948.1 SVAVYNHYKRVSFTESRDDDDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAGYVGEDVENILLKLIQAADY 170
NTDB id 379 SMU RS04375 WP 002262816.1 AVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENILLKLIQAADY 170
consensus !!!!!!!!!*!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo NVERAERGI IYVDE IDKIAKKGENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPNQQEMIQIDTKNI LF IVGGAFDGI EDE
NTDB id 75502 DK93 RS05100 WP 002984948.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIQIDTKNILFIVGGAFDGIEE 255
NTDB id 379 SMU RS04375 WP 002262816.1 NVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTKNILFIVGGAFDGIED 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*

logo IVKQRLGEKI
V IGFGQNNSKRKIDDNQASSYMQE I I SEDIQKFGL IPEF IGRLPVLVAALEQLNTTVDSDL IVKQI LTEPKRNALVKQYQATLLSYDG

NTDB id 75502 DK93 RS05100 WP 002984948.1 IVKQRLGEKVIGFGQNSRKIDDNASYMQEIISEDIQKFGLIPEFIGRLPVVAALEQLNTSDLIQILTEPRNALVKQYQALLSYDG 340
NTDB id 379 SMU RS04375 WP 002262816.1 IVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKILTEPKNALVKQYQTLLSYDG 340
consensus !!!!!!!!!*!!!!!! *!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!* !!!!!*!!!!!!!! !!!!!!

logo VELAEFDKQEALEQAIANQKAI ERKTGARGLRS I I EETMLDI
LMFE IPSQEDVTCKVR ITKAKAVEGKTDSKP I

VLETAS
NTDB id 75502 DK93 RS05100 WP 002984948.1 VELAFDKEALEAIANKAIERKTGARGLRSIIEETMLDIMFEIPSQEDVTKVRITKAAVEGKSKPVLETA. 409
NTDB id 379 SMU RS04375 WP 002262816.1 VELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEGTDKPILETAS 410
consensus !!! !! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!! !!!! !!*!!!!*
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