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NTDB id 75420 HRR27 RS11765 WP 173274040.1 MFNFFRKKKNPPETEQPLETQTLSQAP...EASEQPIVAER.....ELPSSPPDKIDLPNQAVV..PETVMVSEPQLPPLSEPTT 75
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPAL..EEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAA 83
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NTDB id 75420 HRR27 RS11765 WP 173274040.1 ....PAIKPVLEQESEPK.AETEVDLDQPETKRGFFARLKAGLSKTRKSFTDSLSNLILGKKEIDDDLLDELEMILLTADVGIEA 155
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NTDB id 75420 HRR27 RS11765 WP 173274040.1 TNRIIKNLTDQVSRKELKDPQALIDALKNQLQAILTPMSRPLEIDTFLQSNRGPYVILMVGINGVGKTTTIGKLAKRFQMEGKSV 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 TEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPL....VLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSV 248
consensus ! **! * !! ! !!!** ! !!! ! ** !* *!!**** !* * !*!!** !!!! !!!!*!!!!!! !! !!!!

logo

L
MLAAGDTFRAAARVEQLQATWGEGRNDNVTVI SQKTTGADSAAVCI FYDAVQASAKAKRGNIDI

V
L
V
I
LADTAGRLHPTQLSHNLMEE I

LKKVKRVI
L
A
QKAVDIAP

NTDB id 75420 HRR27 RS11765 WP 173274040.1 MLAAGDTFRAAAVEQLQTWGERNDVTVISQKTGADSAAVIYDAVQSAKAKNIDVLIADTAGRLHTQSNLMEELKKVKRVIAKVDA 325
NTDB id 1118 NGFG RS11455 WP 003696286.1 LLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIP 332
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NTDB id 75420 HRR27 RS11765 WP 173274040.1 SAPHEVMLVIDAGTGQNALNQTKQFHEAVGVSGITLTKLDGTAKGGIVYALAEQCQVPIRFIGVGEKIDDLRPFNSKDFTAALFD 410
NTDB id 1118 NGFG RS11455 WP 003696286.1 GAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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NTDB id 75420 HRR27 RS11765 WP 173274040.1 QKAND 415
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..... 417
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