
logo MTDFEKI EEAAYQNLLLEDNCQLR I
LENTDQLKHTHI

LYDAI
L
V
I EQNSAFCYLGAEGASDPDQFVIAKQENSNDKKLKRAQLCNLTSKEEWRKRASYFQFLI F IKAATQTSEQQLQAS

NTDB id 75418 DI45 RS00685 WP 009880357.1 MTFEKIEEAYQLLLENCQLIENDLKTHIYDAIVEQNSFYLGAEGASPQVAQNSDKLKALCLTKEEWRKAYQFLFIKAAQTEQLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!!!*!!!**!**!*!!*!!!**!!!**!!!!!!!******!**!!**!*!*!!!!!***!!*!!!!*!**!!!*

logo NHQFTPDAS IGF I LI LYLLEQGLSTDNKDSSQLEDVI LI E IGSGTGNLAQETLI LVNNTSSKSLIDYI
M
VGI ELVDDLL IDLSAS IAEDI

V
M
LDSSAVHF IVQEDAVR

NTDB id 75418 DI45 RS00685 WP 009880357.1 NHQFTPDAIGFILLYLLEQLSDKDSLEVLEIGSGTGNLAQTLLNNTSKSLDYVGIELDDLLIDLSASIAEIMDSSAHFIQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!!!!!*!**!**!***!!!!!!!!!!*!**!!*!!!*!!*!!!*!!!!!!!!!!!!***!!!*!!*!!!!!!

logo PQLI LKESDVIVI I SDLPVGYFYPNDDKIAKQRYKQVASASKDLKGHTYAHHLLMEQSLKYLKKDEGFLAI FLAPVNDLLTSPEQSQPLLKQKWLKQDNYNAVQTVIVL
NTDB id 75418 DI45 RS00685 WP 009880357.1 PQLLKESDIVISDLPVGYYPNDDIAKRYKVASSDKHTYAHHLLMEQSLKYLKKDGFAIFLAPVNLLTSPQSQLLKQWLKDYAQVV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!**!!!!!!!*!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!!!!!!!*!!!!*!!*!!!*!!*******
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R
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R
D
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NTDB id 75418 DI45 RS00685 WP 009880357.1 ALITLPDPIFGHPSNAKSIIVLQKQTDHPMETFVYPIRDLKLAENIHDFMENFKKWKLSNVN 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!**!!***!!*!!!*!!*!!*****!*!!!!**!!***!****!!*!!!!!!**!!*
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