logo

NTDB id 75403 AW90 RS06575 WP 000003206.1
NTDB id 1457 ASU2 RS00455 WP 014990913.1
NTDB id 1392 A4U84 RS02730 WP 010786053.1
consensus

logo

NTDB id 75403 AW90 RS06575 WP 000003206.1
NTDB id 1457 ASU2 RS00455 WP 014990913.1
NTDB id 1392 A4U84 RS02730 WP 010786053.1
consensus

logo

NTDB id 75403 AW90 RS06575 WP 000003206.1
NTDB id 1457 ASU2 RS00455 WP 014990913.1
NTDB id 1392 A4U84 RS02730 WP 010786053.1
consensus

logo

NTDB id 75403 AW90 RS06575 WP 000003206.1
NTDB id 1457 ASU2 RS00455 WP 014990913.1
NTDB id 1392 A4U84 RS02730 WP 010786053.1
consensus

logo

NTDB id 75403 AW90 RS06575 WP 000003206.1
NTDB id 1457 ASU2 RS00455 WP 014990913.1
NTDB id 1392 A4U84 RS02730 WP 010786053.1
consensus

Ll ek e AT A e DN e

T s SVVSThE
SEQTQT §§8 QA ESBAA NAN %
IWAYK INLL LNRQQMREIJFISWAGEKPFRADQ MKW YH [G®DNFDJEMT INKVLRGKLKEI
T I
T

....... WEIHERRVTPESSTPYYVLN

UEIANNRlNE B TQANESYAKNY js8¥K EKINL NLPRQ MRELFAEMGEKPFRADQLMKWIYHFGEDNFDNM NINKVLREKLKM

....... MSEQIQAuARYY RNMIK EKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKLKIY
* ok k k| %k kKoK o A B B B B B B O B B A I A O B O B e B B B e A Y B N B A I T I S A I B

AE V

AEI APEVIJAEQRSSDGTIKWApWAVGDQ ETVYIPEDDRATLCVSSQVGCAL FCSTAQQGFNRNLBIVSEIIGQVWRA KI
AEIKAPEVEJVEQRSSDGTIKWAMMNVGDQQIETVYIPERDRATLCVSSQVGCALACKFCSTAQQGFNRNL VSEIIGQVWRASKII

A EERD TN e T PEORTL VS e o SRR |

\V
?R
Q

TN a0 B et SRR TCUNE AL R DNALAISL e ot

GLYBAVTGNRPITNVVMMGMGEPLLNLYNV PAMEIMLDDF GLSKRRVTLSTSGVVPALDKINY WRIIDVALAISLHAPNDj} RDE
GNFGVTG RPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLST GVVPALDEIMREJIDVALAISLHAPNDELRDE
GNFGVTG RPITNVVMMGMGEPLLN NNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREWNIDVALAISLHAPNDELR E

Rl AR A R RN

g L TV

I PINKKYNT)qgy [¢ Vi YLEJQNSNAN[RG VTIEYVMLDHVNDGTEHAHQLAE LKRTPCKINLIPWNPFP[APYG SSNSRIDR
I PINKKYNIKML DSV|slIKYLEVSNANHGKVTIEYVMLDHVNDGTEHAHQLAEVLKNTPCKINLIPWNPFPEAPYGKSSNSR DR
P NKKYNIKML DSVMKYLEVSNANHGKVTIEYVMLEHVNDDAYEHAHQLA VLKNTPRKINLIPWNPFPEAPY KSSN RIDR

QT | K Qe
FSKV\. g\( HTLVRKTR DD DAA Q\.A DV DRTKRLEKR <E Ev élSAnh
FNKULMSYGFTINIVRKTRGDDIDAACGQLAGDVIDRTKRT RIKRIUNGENI 90N 388
FQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRT EKRKFGKGIAVQNH 393
FQKTLMEYGFTVISVRKTRGDDIDAACGQLAGDVIDRTKRTIJQEKRKFGEGI AV QNIe] 386

X non conserved
B similar
> 507 conserved

163
168
161

248
253
246

333
338
331



